Haemophilus paraphronaemolyticus HM 1 035

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

Haemophilus paraphrohaemolyticus str HK411 id GCA 000260675 1 IlIIII H I\|-| H
Haemophilus paraphrohaemolyticus str CCUG 3718 id GCA 002015045 1 ..\I -\ |
Haemophilus paraphrohaemolyticus str NCTC10671 id GCA 900451065 1 [Ji} I |
Haemophilus paraphrohaemolyticus str MGYG HGUT 02632 id GCA 902477785 1 ”I “ \ H”H I ] -Hll - ]l
Haemophilus paraphrohaemolyticus str MGYG HGUT 02551 id GCA 9023883051 ||l Il | | ]
Haemophilus paraphrohaemolyticus str SRR413667 bin 4 id GCA 905211915 1 ‘ I||‘ ‘|| Hl“ | I H H l-l _
Haemophilus paraphrohaemolyticus str ERR589434 bin 104 CONCOCT v1 1 MAG id GCA 938040935 1 ||[| [} | [ | I fr ]
Haemophilus paraphrohaemolyticus str C2014016342 id GCA 0032531151 \I” |I”||| \ \ . ||| |-\_
Haemophilus paraphrohaemolyticus str L1 008 364G1 dasL1 008 364G1 concoct 34 sub id GCA 018378345 1 I\“HH \|| || | \ . Hll |-I_
Haemophilus paraphrohaemolyticus str Marseille Q0026 id GCA 916856725 1 || Imll ‘||H|“‘ ‘ ‘ . ‘ |I -I
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CAZyme  ynknown esos Bl KNOWN (67)
COG20 CATEGORY B KNOWN (2117) | | UNKNOWN (758)

COGZO FU NCTION B KNOWN (2117) UNKNOWN (758)
COGQO PATHWAY UNKNOWN (2356) l KNOWN (519)
KEGG BRITE B KNOWN (1636) UNKNOWN (1239)

KEGG Class UNKNOWN (2573) [l KNOWN (302)

KEGG Module  jnknvown (2573) i KNOWN (302)

KOfam g known (641) - unknown (1234

Pfam g invown 206 unknown @69




