Oribacterium sp AMII 078 HM1 078

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

Oribacterium sp HMT 078 str F0263 id GCA 000469565 1
Oribacterium sp HMT 078 str ERR589381 bin 12 CONCOCT v1 1 MAG id GCA 938031325 1 e

Oribacterium sp HMT 078 str F0262 id GCA 000160135 1
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CAZyme UNKNOWN (2905) [l KNOWN (81)
COG20 CATEGORY B KNOWN (2100) | | UNKNOWN (886)

COG20 FUNCTION Il KNOWN (2100) | | UNKNOWN (886)
COG20 PATHWAY UNKNOWN (2486) il KNOWN (500)
KEGG BRITE UNKNOWN (1517) [l KNOWN (1469)

KEGG Class  ynknown sy B KNOWN (229)

KEGG Module  jnknown @rsy) B KNOWN (229)

KOfam UNKNOWN (1513) il KNOWN (1473)

Pfam g inown 298 unknown ess




