
Peptoanaerobacter sp HMT 081 str ACC19a id GCA 000238115 1
Peptoanaerobacter sp HMT 081 str CM5 id GCA 000238135 1
Peptoanaerobacter sp HMT 081 str CM2 id GCA 000238095 2

Peptoanaerobacter sp HMT 081 str OBRC8 id GCA 000293035 1
Peptoanaerobacter sp HMT 081 str W5028 id GCA 013394875 1

COG20 FUNCTION
KOfam

Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Peptoanaer... none 180 0 1

Peptoanaer... none 180 0 1

Peptoanaer... none 180 0 1

Peptoanaer... none 180 0 1

Peptoanaer... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 18

num_genes_... sqrt 0 0 5.9161

num_genome... none 0 0 5

Peptoanaerobacter sp HMT 081 HMT 081
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (2969) KNOWN (63)CAZyme

KNOWN (2047) UNKNOWN (985)COG20 CATEGORY

KNOWN (2047) UNKNOWN (985)COG20 FUNCTION

UNKNOWN (2532) KNOWN (500)COG20 PATHWAY

UNKNOWN (1590) KNOWN (1442)KEGG BRITE

UNKNOWN (2764) KNOWN (268)KEGG Class

UNKNOWN (2764) KNOWN (268)KEGG Module

UNKNOWN (1588) KNOWN (1444)KOfam

KNOWN (2303) UNKNOWN (729)Pfam


