Peptoanaerobacter sp AHM1 081 AM T 081

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

Peptoanaerobacter sp HMT 081 str ACC19a id GCA 000238115 1 . ||. - I _
Peptoanaerobacter sp HMT 081 str CM5 id GCA 000238135 1 | || I |. -_
Peptoanaerobacter sp HMT 081 str CM2 id GCA 000238095 2| |} |} e 1

Peptoanaerobacter sp HMT 081 str OBRCS id GCA 000293035 1 [l | 1N R
Peptoanaerobacter sp HMT 081 str W5028 id GCA 013394875 1 I - I

COG 20 FUN CTLON B T e e IV

KOfarm I 00 00O 0 0 A 0 0 0

Pfarry 000 AR A A0t e

CAZyme  ynknown @osg) B KNOWN (63)
COG20 CATEGORY B KNOWN (2047) | | UNKNOWN (985)

COGZO FU NCTION B KNOWN (2047) UNKNOWN (985)
COGZO PATHWAY UNKNOWN (2532) l KNOWN (500)
KEGG BRITE UNKNOWN (1590) B8 KNOWN (1442)

KEGG Class - ynknown @764 m known @68)

KEGG Module UNKNOWN (2764) [l KNOWN (268)

KOfam UNKNOWN (1588) I KNOWN (1444)

Pfam g «nvown 303 unknown (729




