Oribacterium asaccharolyticum AM 1 103

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

Oribacterium asaccharolyticum str ACB7 id GCA 000238075 1

Oribacterium asaccharolyticum str F0425 id GCA 000214455 2 || R
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CAZyme  |nknown (2400) [ KNOWN (69)
COG20 CATEGORY B KNOWN (1905) | UNKNOWN (564)

COGZO FU NCTION B KNOWN (1906) UNKNOWN (563)
COGZO PATHWAY UNKNOWN (2008) B KNOWN (461)
KEGG BRITE B KNOWN (1346) UNKNOWN (1123)

KEGG Class  ynknown os1) I KNOWN (218)

KEGG Module UNKNOWN (2251) [l KNOWN (218)

KOfam B KNOWN (1349) | | UNKNOWN (1120)

Pfam B KNOWN (2048) UNKNOWN (421)




