
Veillonella nakazawae str BIOML A1 id GCA 009710845 1
Veillonella nakazawae str BIOML A2 id GCA 009710825 1

Veillonella nakazawae str bj 0095 id GCA 004166985 1
Veillonella nakazawae str DNF00926 id GCA 001553315 1

Veillonella nakazawae str 1001216B 150713 A10 id GCA 015547025 1
Veillonella nakazawae str DFI 1 137 id GCA 024463955 1

Veillonella nakazawae str Ds1651 id GCA 024677885 1
Veillonella nakazawae str S12025 13 id GCA 018406505 1

Veillonella nakazawae str AF42 16 id GCA 003474105 1
Veillonella nakazawae str T1 7 id GCA 013393365 1

COG20 FUNCTION
KOfam

Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Veillonell... none 180 0 1

Veillonell... none 180 0 1

Veillonell... none 180 0 1

Veillonell... none 180 0 1

Veillonell... none 180 0 1

Veillonell... none 180 0 1

Veillonell... none 180 0 1

Veillonell... none 180 0 1

Veillonell... none 180 0 1

Veillonell... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 8

num_genes_... sqrt 0 0 5.4772

num_genome... none 0 0 10

Veillonella nakazawae HMT 156
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (2773) KNOWN (53)CAZyme

KNOWN (1840) UNKNOWN (986)COG20 CATEGORY

KNOWN (1840) UNKNOWN (986)COG20 FUNCTION

UNKNOWN (2288) KNOWN (538)COG20 PATHWAY

UNKNOWN (1448) KNOWN (1378)KEGG BRITE

UNKNOWN (2499) KNOWN (327)KEGG Class

UNKNOWN (2499) KNOWN (327)KEGG Module

UNKNOWN (1445) KNOWN (1381)KOfam

KNOWN (1968) UNKNOWN (858)Pfam


