
Veillonella rogosae str JCVI 39 bin 2 id GCA 015264435 1
Veillonella rogosae str S13053 19 id GCA 002959835 1

Veillonella rogosae str KCOM 3468 id GCA 026057735 1
Veillonella rogosae str L3 072 011G1 dasL3 072 011G1 concoct 4 id GCA 018376515 1

Veillonella rogosae str F0412 id GCA 000183505 2
Veillonella rogosae str AC2811 AN NA 2 id GCA 028743475 1

Veillonella rogosae str JCM 15642 id GCA 002959775 1
Veillonella rogosae str JCVI 44 bin 18 id GCA 015264395 1

Veillonella rogosae str SRR2240918 bin 21 CONCOCT v1 1 MAG id GCA 937914765 1
Veillonella rogosae str UMGS16 id GCA 900538375 1

Veillonella rogosae str MGYG HGUT 03190 id GCA 902483375 1
COG20 FUNCTION

KOfam
Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Veillonell... none 180 0 1

Veillonell... none 180 0 1

Veillonell... none 180 0 1

Veillonell... none 180 0 1

Veillonell... none 180 0 1

Veillonell... none 180 0 1

Veillonell... none 180 0 1

Veillonell... none 180 0 1

Veillonell... none 180 0 1

Veillonell... none 180 0 1

Veillonell... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 22

num_genes_... sqrt 0 0 7.6158

num_genome... none 0 0 11

Veillonella rogosae HMT 158
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (3043) KNOWN (64)CAZyme

KNOWN (1959) UNKNOWN (1148)COG20 CATEGORY

KNOWN (1959) UNKNOWN (1148)COG20 FUNCTION

UNKNOWN (2565) KNOWN (542)COG20 PATHWAY

UNKNOWN (1674) KNOWN (1433)KEGG BRITE

UNKNOWN (2789) KNOWN (318)KEGG Class

UNKNOWN (2789) KNOWN (318)KEGG Module

UNKNOWN (1670) KNOWN (1437)KOfam

KNOWN (2120) UNKNOWN (987)Pfam


