
Fusobacterium polymorphum str KCOM1267 id GCA 037906325 1
Fusobacterium polymorphum str KCOM 1267 ChDC F290 id GCA 002591475 1

Fusobacterium polymorphum str SB016 id GCA 037888965 1
Fusobacterium polymorphum str JD Fn1 id GCA 027947475 1

Fusobacterium polymorphum str KCOM 1001 id GCA 002204435 1
Fusobacterium polymorphum str FNP id GCA 028735995 1

Fusobacterium polymorphum str KCOM2500 id GCA 037904935 1
Fusobacterium polymorphum str SB013 id GCA 037888985 1

Fusobacterium polymorphum str OH5060 id GCA 003932835 1
Fusobacterium polymorphum str KCOM2594 id GCA 037911965 1

Fusobacterium polymorphum str KCOM 1002 ChDC F175 id GCA 002591555 1
Fusobacterium polymorphum str KCOM2517 id GCA 037911985 1
Fusobacterium polymorphum str KCOM1278 id GCA 037897565 1

Fusobacterium polymorphum str KCOM 1278 ChDC F313 id GCA 002591585 1
Fusobacterium polymorphum str KCOM3036 id GCA 037904605 1
Fusobacterium polymorphum str KCOM1271 id GCA 037898185 1

Fusobacterium polymorphum str KCOM 1271 ChDC F305 id GCA 002591515 1
Fusobacterium polymorphum str KCOM1330 id GCA 037912015 1

Fusobacterium polymorphum str KCOM 1330 ChDC F330 id GCA 002591645 1
Fusobacterium polymorphum str KCOM 1265 id GCA 002761915 1
Fusobacterium polymorphum str KCOM1250 id GCA 037899555 1

Fusobacterium polymorphum str KCOM 1248 ChDC F113 id GCA 002591505 1
Fusobacterium polymorphum str KCOM1257 id GCA 037904495 1

Fusobacterium polymorphum str KCOM 1257 ChDC F186 id GCA 002591545 1
Fusobacterium polymorphum str CM22 id GCA 000524395 1

Fusobacterium polymorphum str KCOM1254 id GCA 037577875 1
Fusobacterium polymorphum str SSMR1 id GCA 024220095 1

Fusobacterium polymorphum str NCTC10562 id GCA 001457555 1
Fusobacterium polymorphum str ATCC 10953 id GCA 000153625 1
Fusobacterium polymorphum str ATCC 10953 id GCA 037900625 1

Fusobacterium polymorphum str UBA8871 id GCA 003516445 1
Fusobacterium polymorphum str 12230 MIT 2016 id GCA 002417615 1

Fusobacterium polymorphum str 12230 id GCA 003226385 1
Fusobacterium polymorphum str Fn12230 id GCA 013137915 1

Fusobacterium polymorphum str 9571 id GCA 019583395 1
Fusobacterium polymorphum str KCOM1274 id GCA 037905975 1

Fusobacterium polymorphum str KCOM 1274 ChDC F309 id GCA 002591465 1
Fusobacterium polymorphum str SB028 id GCA 037897495 1

Fusobacterium polymorphum str THCT15E1 id GCA 019552045 1
Fusobacterium polymorphum str THCT7E2 id GCA 019552065 1

Fusobacterium polymorphum str HMSC064B11 id GCA 001815715 1
Fusobacterium polymorphum str KCOM3210 id GCA 037911895 1

Fusobacterium polymorphum str CTI 6 id GCA 000479185 1
Fusobacterium polymorphum str OBRC1 id GCA 000524235 1
Fusobacterium polymorphum str SB051 id GCA 045159995 1

Fusobacterium polymorphum str FnS0431 id GCA 022340045 1
Fusobacterium polymorphum str KCOM2446 id GCA 037912005 1

Fusobacterium polymorphum str AF55 12MHA id GCA 027682085 1
Fusobacterium polymorphum str Fn3760T id GCA 022340115 1

Fusobacterium polymorphum str KCOM1260 id GCA 037577915 1
Fusobacterium polymorphum str KCOM 1260 ChDC F218 id GCA 002202115 1

Fusobacterium polymorphum str SB004 id GCA 037906365 1
Fusobacterium polymorphum str SB005 id GCA 037889025 1
Fusobacterium polymorphum str SB009 id GCA 037893695 1
Fusobacterium polymorphum str SB040 id GCA 037893865 1

Fusobacterium polymorphum str ChDC F306 id GCA 001433955 1
Fusobacterium polymorphum str KCOM1272 id GCA 037897925 1
Fusobacterium polymorphum str ChDC F319 id GCA 001455125 1
Fusobacterium polymorphum str KCOM1281 id GCA 037897555 1

Fusobacterium polymorphum str MGYG HGUT 01464 id GCA 902375245 1
Fusobacterium polymorphum str 13 3C id GCA 000523555 1

Fusobacterium polymorphum str KCOM 1275 id GCA 002211625 1
Fusobacterium polymorphum str KCOM1275 id GCA 037897635 1

COG20 FUNCTION
KOfam

Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Fusobacter... none 45 0 1

Fusobacter... none 45 0 1

Fusobacter... none 45 0 1

Fusobacter... none 45 0 1

Fusobacter... none 45 0 1

Fusobacter... none 45 0 1

Fusobacter... none 45 0 1

Fusobacter... none 45 0 1

Fusobacter... none 45 0 1

Fusobacter... none 45 0 1

Fusobacter... none 45 0 1

Fusobacter... none 45 0 1

Fusobacter... none 45 0 1

Fusobacter... none 45 0 1

Fusobacter... none 45 0 1

Fusobacter... none 45 0 1

Fusobacter... none 45 0 1

Fusobacter... none 45 0 1

Fusobacter... none 45 0 1

Fusobacter... none 45 0 1

Fusobacter... none 45 0 1

Fusobacter... none 45 0 1

Fusobacter... none 45 0 1

Fusobacter... none 45 0 1

Fusobacter... none 45 0 1

Fusobacter... none 45 0 1

Fusobacter... none 45 0 1

Fusobacter... none 45 0 1

Fusobacter... none 45 0 1

Fusobacter... none 45 0 1

Fusobacter... none 45 0 1

Fusobacter... none 45 0 1

Fusobacter... none 45 0 1

Fusobacter... none 45 0 1

Fusobacter... none 45 0 1

Fusobacter... none 45 0 1

Fusobacter... none 45 0 1

Fusobacter... none 45 0 1

Fusobacter... none 45 0 1

Fusobacter... none 45 0 1

Fusobacter... none 45 0 1

Fusobacter... none 45 0 1

Fusobacter... none 45 0 1

Fusobacter... none 45 0 1

Fusobacter... none 45 0 1

Fusobacter... none 45 0 1

Fusobacter... none 45 0 1

Fusobacter... none 45 0 1

Fusobacter... none 45 0 1

Fusobacter... none 45 0 1

Fusobacter... none 45 0 1

Fusobacter... none 45 0 1

Fusobacter... none 45 0 1

Fusobacter... none 45 0 1

Fusobacter... none 45 0 1

Fusobacter... none 45 0 1

Fusobacter... none 45 0 1

Fusobacter... none 45 0 1

Fusobacter... none 45 0 1

Fusobacter... none 45 0 1

Fusobacter... none 45 0 1

Fusobacter... none 45 0 1

Fusobacter... none 45 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 34

num_genes_... sqrt 0 0 20.5670

num_genome... none 0 0 63

Fusobacterium polymorphum HMT 202
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (6147) KNOWN (121)CAZyme

UNKNOWN (3168) KNOWN (3100)COG20 CATEGORY

UNKNOWN (3165) KNOWN (3103)COG20 FUNCTION

UNKNOWN (5660) KNOWN (608)COG20 PATHWAY

UNKNOWN (4285) KNOWN (1983)KEGG BRITE

UNKNOWN (5925) KNOWN (343)KEGG Class

UNKNOWN (5925) KNOWN (343)KEGG Module

UNKNOWN (4278) KNOWN (1990)KOfam

KNOWN (3621) UNKNOWN (2647)Pfam


