Saccharimonas sp HVIT 340 HM 1 346

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

Saccharimonas sp HMT 346 str 1cvi 32 bin 12 id GcA 015257605 1 [ NN TR 1 NI}
Saccharimonas sp HMT 346 str P B F MAG 00020 id GcA 013333795 2 [l [t 00E 1 01 B
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Saccharimonas sp HMT 346 str TM7 HOT 346 SAG2 id GCA 007845545 1 W]
Saccharimonas sp HMT 346 str JCVI 6 bin 12 id GCA 015257615 1 I _‘-’ ‘ ‘ Il |||||
Saccharimonas sp HMT 346 str P A F MAG 00015 id GCA 013333845 2 | [ N NN Bil [ RI /I
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CAZyme  |nknown (1379) B KNOWN (46)
COG20 CATEGORY B KNOWN (748) | | UNKNOWN (677)

COGZO FU NCTION B KNOWN (748) UNKNOWN (677)
COGZO PATHWAY UNKNOWN (1231) B KNOWN (194)
KEGG BRITE  univown ea1) m known wse

KEGG Class UNKNOWN (1371) [l KNOWN (54)

KEGG Module UNKNOWN (1371) [l KNOWN (54)

KOfam - ynknvown @40 B KNOWN (485)

Pfam B KNOWN (828) | | UNKNOWN (597)




