Nanosynbacter sp HM I 352 HM T 352

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

Nanosynbacter sp HMT 352 str TM7 057 id GCA 022828295 1| || | /|l Ay
Nanosynbacter sp HMT 352 str TM7 087 id GCA 022828365 1 |} |I/I| I 1l | |
Nanosynbacter sp HMT 352 str 0HS0013 id GCA 020912025 1 || ||l 11| [N B |
Nanosynbacter sp HMT 352 str JcVI 1 bin 14 id GCA 015257495 1 ||| [FII I[NNI B
Nanosynbacter sp HMT 352 str TM7 HOT 352 SAG8 id GCA 007845265 1 | |1 INIRIIIIN |
Nanosynbacter sp HMT 352 str TM7 075 id GCA 022828255 1 ||| |11 I TNNIE W Il
Nanosynbacter sp HMT 352 str TM7 033 id GCA 0228282851 || | |l
Nanosynbacter sp HMT 352 str TM7 037 id GCA 0228193451 || | | IR

Nanosynbacter sp HMT 352 str TM7 001 id GCA 022819385 1 (|1 [/l LA B
Nanosynbacter sp HMT 352 str TM7 076 id GCA 022828325 1 ||| | il B .y
Nanosynbacter sp HMT 352 str TM7 053 id GCA 022828375 1 || ||| 1/[IIIIIN | w00
Nanosynbacter sp HMT 352 str KC1 id GCA 021222645 1 [| [ 1IN -,
Nanosynbacter sp HMT 352 str TM7 008 id GCA 022828245 1 |[||| | Wil B 1 |1
Nanosynbacter sp HMT 352 str TM7 072 id GCA 022819365 1 ||| ||l I}l a0
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CAZyme  ynknown (1510 B KNOWN (46)
COG20 CATEGORY  ynknown @34 B KNOWN (722)

COGZO FU NCTION UNKNOWN (834) [l KNOWN (722)
COGZO PATHWAY UNKNOWN (1361) ] KNOWN (195)
KEGG BRITE UNKNOWN (1087) ] KNOWN (469)

KEGG Class UNKNOWN (1501) [l KNOWN (55)

KEGG Module UNKNOWN (1501) il KNOWN (55)

KOfam  ynknown (1083) [l KNOWN (473)

Pfam g inown e unknown (73




