Pyramidobacter piscolens HM 1 357/

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

Pyramidobacter piscolens str ERR1190746 bin 10 id GCA 905198325 1 ||| | |1l
Pyramidobacter piscolens str OH HFB 101 id GCA 023455535 1 [I| [I| 1] |
Pyramidobacter piscolens str SRR16280103 bin 30 MetaWRAP v1 3 MAG id GCA 959608295 1 | || ||
Pyramidobacter piscolens str MGYG HGUT 01589 id GCA 902470875 1 [[JIl}
Pyramidobacter piscolens str W5455 id GCA 000177335 1 | ll |l| .

Pyramidobacter piscolens str ERR9492489 bin 18 MetaWRAP v1 3 MAG id GCA 958404195 1 || JIIlill 1
Pyramidobacter piscolens str SRR3160452 bin 69 CONCOCT v1 1 MAG id GCA 937925425 1 ||| [[Jli | 1
Pyramidobacter piscolens str CE91 5t28 id GCA 022846135 1] | Il D

Pyramidobacter piscolens str SRR22541674 bin 27 MetaWRAP v1 3 MAG id GCA 958368465 1 ||| [[L/llI - ]
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P vy | 0 0 000

CAZyme  |nknown @oss) B KNOWN (59)
COG20 CATEGORY B KNOWN (2281) | | UNKNOWN (843)

COGZO FU NCTION B KNOWN (2282) UNKNOWN (842)
COGZO PATHWAY UNKNOWN (2520) l KNOWN (604)
KEGG BRITE B KNOWN (1648) UNKNOWN (1476)

KEGG Class UNKNOWN (2817) [l KNOWN (307)

KEGG Module  jaknvown (2817) i KNOWN (307)

KOfam B KNOWN (1649) | | UNKNOWN (1475)
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