Fusobacterium animalis HIVI1 420

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

Fusobacterium animalis str ChDC F324 id GCA 000455985 1 |
Fusobacterium animalis str KCOM1325 id GCA 037912025 1

Fusobacterium animalis str KCOM 1325 id GCA 0012961451 |

Fusobacterium animalis str 7 1 id GCA 000273625 1 |

Fusobacterium animalis str MGYG HGUT 01326 id GCA 902373855 1 }

|

Fusobacterium animalis str F0401 id GCA 000234075 2
Fusobacterium animalis str 7 1 id GCA 000158275 2
Fusobacterium animalis str KCOM2765 id GCA 037911955 1 ||
Fusobacterium animalis str KCOM3645 id GCA 037911875 1 ||
Fusobacterium animalis str KCOM2538 id GCA 0379119751 |
Fusobacterium animalis str KCOM2763 id GCA 037904725 1 I
|
|
I

Fusobacterium animalis str ChDC F332 id GCA 002211645 1
Fusobacterium animalis str SB012 id GCA 037888995 1
Fusobacterium animalis str CTI 1 id GCA 000479285 1
Fusobacterium animalis str SB020 id GCA 037893335 1 |
Fusobacterium animalis str F0419 id GCA 000273605 1
Fusobacterium animalis str OT 420 id GCA 000242975 1
Fusobacterium animalis str 4 8 id GCA 000400875 1
Fusobacterium animalis str SB010 id GCA 037889015 1
Fusobacterium animalis str 3 1 33 id GCA 000162355 2
Fusobacterium animalis str Fn173CP id GCA 022340105 1
Fusobacterium animalis str SB035 id GCA 037896705 1
Fusobacterium animalis str KCOM2860 id GCA 037911945 1
Fusobacterium animalis str THCT6B3 id GCA 019552105 1
Fusobacterium animalis str SB003 id GCA 037889035 1
Fusobacterium animalis str SB045 id GCA 045159955 1
Fusobacterium animalis str SB008 id GCA 037906355 1
Fusobacterium animalis str SB050 id GCA 045159985 1
Fusobacterium animalis str SB062 id GCA 037907055 1
Fusobacterium animalis str SB061 id GCA 037908355 1
Fusobacterium animalis str SB041 id GCA 045159935 1
Fusobacterium animalis str SB019 id GCA 037904225 1
Fusobacterium animalis str SB056 id GCA 037911815 1
Fusobacterium animalis str YWH7055 id GCA 023383575 1
Fusobacterium animalis str SB018 id GCA 037888955 1
Fusobacterium animalis str SB060 id GCA 037909675 1
Fusobacterium animalis str 21 1A id GCA 000218645 2
Fusobacterium animalis str CTI 3 id GCA 000479245 1
Fusobacterium animalis str HMSCO65F01 id GCA 001813745 1
Fusobacterium animalis str SB025 id GCA 037897535 1
Fusobacterium animalis str SB027 id GCA 037897505 1
Fusobacterium animalis str SB063 id GCA 037906395 1
Fusobacterium animalis str KCOM2952 id GCA 037911925 1
Fusobacterium animalis str KCOM3367 id GCA 037904595 1 |
Fusobacterium animalis str YWH7054 id GCA 023383525 1
Fusobacterium animalis str YWH7056 id GCA 023383605 1
Fusobacterium animalis str MJR7757B id GCA 001546435 1
Fusobacterium animalis str YWH7053 id GCA 023383545 1 |
Fusobacterium animalis str YWH7199 id GCA 023383645 1
Fusobacterium animalis str CAG 649 id GCA 000433695 1
Fusobacterium animalis str ERR414442 bin 5 id GCA 905203515 1
Fusobacterium animalis str SB001 id GCA 037889045 1
Fusobacterium animalis str P2 CP id GCA 002762005 1
Fusobacterium animalis str P2 LM id GCA 002762015 1
Fusobacterium animalis str KCOM1279 id GCA 037912275 1
Fusobacterium animalis str KCOM 1279 id GCA 001296085 1
Fusobacterium animalis str CM1 id GCA 000524215 1
Fusobacterium animalis str SB058 id GCA 037911025 1
Fusobacterium animalis str SB026 id GCA 037897515 1
Fusobacterium animalis str SB014 id GCA 037888975 1
Fusobacterium animalis str SB053 id GCA 037911845 1 |
Fusobacterium animalis str SB034 id GCA 037897415 1
Fusobacterium animalis str SB059 id GCA 037906465 1
Fusobacterium animalis str SB036 id GCA 045159915 1
Fusobacterium animalis str KCOM1280 id GCA 037905245 1
Fusobacterium animalis str KCOM 1280 ChDC F318 id GCA 002573475 1
Fusobacterium animalis str THCT7A2 id GCA 019552085 1
Fusobacterium animalis str KCOM3229 id GCA 037911885 1
Fusobacterium animalis str THCT5A4 id GCA 019552125 1
Fusobacterium animalis str 11 3 2 id GCA 000218655 1 | I (WA TN AN }
Fusobacterium animalis str FNA id GCA 028657925 1
Fusobacterium animalis str SB043 id GCA 045159945 1
Fusobacterium animalis str 2 1 50A id GCA 028743415 1
Fusobacterium animalis str D11 id GCA 000158535 2
Fusobacterium animalis str SB033 id GCA 045159905 1 |
Fusobacterium animalis str CTI 5 id GCA 000479225 1
Fusobacterium animalis str SB029 id GCA 037897485 1
Fusobacterium animalis str KCOM2373 id GCA 037889275 1
Fusobacterium animalis str SB067 id GCA 037578025 1
Fusobacterium animalis str SB031 id GCA 037897425 1 |
Fusobacterium animalis str SB052 id GCA 037911855 1 |
Fusobacterium animalis str SRR13494527 bin 18 MetaWRAP v1 3 MAG id GCA 959021795 1
Fusobacterium animalis str KCOM2969 id GCA 0379119151 |||
Fusobacterium animalis str KCOM3127 id GCA 037911905 1 | ||
Fusobacterium animalis str SB024 id GCA 037897545 1 |||
Fusobacterium animalis str ERR589708 bin 56 CONCOCT v1 1 MAG id GCA 938035375 1
Fusobacterium animalis str UMB0249 id GCA 002884895 1 |
Fusobacterium animalis str KCOM3774 id GCA 037904575 1
Fusobacterium animalis str KCOM2877 id GCA 037911935 1 |||
Fusobacterium animalis str SB017 id GCA 037578015 1 |||
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UNKNOWN (3211) [l KNOWN (3065)
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