Aggregatibacter Kilianii HM 1 426

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

Aggregatibacter kilianii str PN 452 id GCA 003130055 1 |G [ ] |} 1
Aggregatibacter kilianii str MELO 68 id GCA 003130665 1 ||| N QN | 1] ll|
Aggregatibacter kilianii str MELO 83 id GCA 003130675 1 ||| NN | 1 il

Aggregatibacter kilianii str PN 755 id GCA 003129975 1 ||| I |
Aggregatibacter kilianii str MELO 94 id GCA 003130645 1 ||| NG
Aggregatibacter kilianii str 2008001782 id GCA 003252805 1 || NG
Aggregatibacter kilianii str PN 522 id GCA 003130285 1 || G
Aggregatibacter kilianii str PN 537 id GCA 003130035 1 || NN

Aggregatibacter kilianii str SRR2240840 bin 2 CONCOCT vi 1 MAG id GCA 937919835 1 | || EGTENENNRN
Aggregatibacter kilianii str PN 649 id Gca 003130015 1 [ IR | | ]l
Aggregatibacter kilianii str C2008003249 id GcA 003252995 1 | | N, [} |

| [[[1
Aggregatibacter kilianii str C2009017515 id GCA 003253035 1 [ | 1l
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CAZyme  |nknown @042) B KNOWN (84)
COG20 CATEGORY B KNOWN (2245) | UNKNOWN (881)

COGZO FU NCTION B KNOWN (2245) UNKNOWN (881)
COGZO PATHWAY UNKNOWN (2550) Bl KNOWN (576)
KEGG BRITE B KNOWN (1813) UNKNOWN (1313)

KEGG Class  ynknown eren B KNOWN (339)

KEGG Module - jnnown @77 m known @39

KOfam B KNOWN (1817) | | UNKNOWN (1309)
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