Campylobacter concisus AM I 433 o070

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

Campylobacter concisus clade 433 str 2010 112708 id GCA 902460455
Campylobacter concisus clade 433 str AAUH 10HCdes id GCA 002912705
Campylobacter concisus clade 433 str AAUH 10HCdes3 id GCA 002912735
Campylobacter concisus clade 433 str AAUH 10HCdes4 id GCA 002912805
Campylobacter concisus clade 433 str AAUH 35UCpp id GCA 002913325
Campylobacter concisus clade 433 str AAUH 35UCil2 a id GCA 002913245
Campylobacter concisus clade 433 str AAUH 35UCil3 a id GCA 002913265
Campylobacter concisus clade 433 str 2013 42088 id GCA 902460755
ampylobacter concisus clade 433 str UNSW1 id GCA 000466665
Campylobacter concisus clade 433 str 2010 112100 O id GCA 902460505
Campylobacter concisus clade 433 str H160 S1 id GCA 003048615
Campylobacter concisus clade 433 str P15UCO S2 id GCA 015679945
Campylobacter concisus clade 433 str P16UCO S1 id GCA 003048845
Campylobacter concisus clade 433 str AAUH 15UCpp id GCA 002913195
Campylobacter concisus clade 433 str AAUH 3UCce2 id GCA 002913305
Campylobacter concisus clade 433 str 2010 31374 id GCA 902460615
Campylobacter concisus clade 433 str AAUH 48UCdp a id GCA 002913895
mpylobacter concisus clade 433 str H320 S2 id GCA 015230015
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Campylobacter concisus clade 433 str UNSWCS id GCA
Campylobacter concisus clade 433 str H200 S1 id GCA 003048985
Campy\obacter concisus clade 433 str 2010 112825 id GCA 902460535
pylobacter concisus clade 433 str H320 S1 id 1 )
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Campy\ohacter concisus clade 433 str 2010 113862 O id GCA 902460725 1
mpylobacter concisus clade 433 str UNSW3 id GCA 000466645 1
Campy\obacter concisus clade 433 str AAUH QUCdp id GCA 002914085 1
Campylobacter concisus clade 433 str AAUH 25Df id GCA 002914045 1
Campylobacter concisus clade 433 str UNSWCD id GCA 000259315 1
Campylobacter concisus clade 433 str H310 S1 id GCA 015230075 1
Campylobacter concisus clade 433 str H70 S1 id GCA 003049045 1
Campylobacter concisus clade 433 str AAUH 9UCpp id GCA 002913545 1
Campy\obacter concisus clade 433 str MGYG HGUT 01392 id GCA 902374575 1
Campyls CA 000 551
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lobacter concisus clade 433 str 10 1 50 id
Campvlobacter concisus clade 433 str P13UCO S1 id GCA 003048835
Campylobacter concisus clade 433 str H290 S1 id GCA 003048705
Campylobacter concisus clade 433 str P27CDO S1 id GCA 003048765
Campylobacter concisus clade 433 str AAUH 8UCo id GCA 002913465
ampylobacter concisus clade 433 str H330 S1 id GCA 015229965
Campylobacter concisus clade 433 str B38 Tiny mucoid id GCA 902460915
Campylobacter concisus clade 433 str H360 S1 id GCA 015229935
Campylobacter concisus clade 433 str AAUH 10UCf2 id GCA 002914345
Campylobacter concisus clade 433 str AAUH 10UCil a id GCA 002913765
Campylobacter concisus clade 433 str Lasto127 99 id GCA 002165825
Campylobacter concisus clade 433 str H90 S1 id GCA 003048815
Campy\obacter concisus clade 433 str P7UCO S2 id GCA 003048895
ampylobacter concisus clade 433 str H190 S1 id GCA 003116505
Campylobacter concisus clade 433 str AAUH 22UCpp a id GCA 002913785
mpylobacter concisus clade 433 str PLCDO2 id GCA 003048675
CamDy\obacter concisus clade 433 str 2010 33561 id GCA 90246069
Campylobacter concisus clade 433 str P2CDO4 id GCA 003048375
Campylobacter concisus clade 433 str P26UCO S1 id GCA 003048445
Campylobacter concisus clade 433 str ATCC 51561 id GCA 000466705
Campylobacter concisus clade 433 str H90 S2 id GCA 015680025
Campylobacter concisus clade 433 str 2010 113332 O id GCA 902460715
Campylobacter concisus clade 433 str AAUH 48UCil a id GCA 002912605
Campylobacter concisus clade 433 str D2833 id GCA 015163675
Campylobacter concisus clade 433 str H301 id GCA 003049065
Campylobacter concisus clade 433 str H110 S1 id GCA 003049

ampylobacter concisus clade 433 str P1CDO3 id GCA 0 Joa06s
Campylobacter concisus clade 433 str AAUH 11UCsig a id GCA 002913525
Campylobacter concisus clade 433 str AAUH 16UCdp5 id GCA 002914325
Campylobacter concisus clade 433 str H110 S2 id GCA 003048605 1
ampylobacter concisus clade 433 str 13826 id GCA 000017725 2
Campylobacter concisus clade 433 str CCUG 19995 id GCA 002165815
Campylobacter concisus clade 433 str B124 Slimy large id GCA 902460825
Campylobacter concisus clade 433 str B124 Slimy small id GCA 902460815
Campylobacter concisus clade 433 str AAUH 43UCce a id GCA 002913635
Campylobacter concisus clade 433 str AAUH 43UCf id GCA 002913385
Campylobacter concisus clade 433 str AAUH 2HCtra id GCA 002912505
Campylobacter concisus clade 433 str P16UCO S2 id GCA 003048645
Campylobacter concisus clade 433 str 2010 16206 id GCA 902460635
Campylobacter concisus clade 433 str AAUH 47UCil a id GCA 002912675
Campylobacter concisus clade 433 str AAUH 47UCil id GCA 002912595
Campylobacter concisus clade 433 str 2010 131105 id GCA 902460675
Campylobacter concisus clade 433 str AAUH 151/Cdp 2 id GCA 002913665
ampylobacter concisus clade 433 str 2010 36743 id GCA 90246074
Campylobacter conclsus clade 433 str Campylobacter concisus BAEEDO7 id GCA 901874975
mpylobacter concisus clade 433 str 2009 75775 id GCA 902460465
Campy\obacter concisus clade 43 str PLICDO S1 id GCA 003048575
Campylobacter concisus clade 575 str AAUH 12CDtid a id GCA 00.
Campylobacter concisus clade 575 str AAUH 12CDtra2 a id GCA 002514008
Campylobacter concisus clade 575 str AAUH 12CDdes3 id GCA 002914355
Campylobacter concisus clade 575 str AAUH 12CDti2 a id GCA 002913715
Campylobacter concisus clade 575 str AAUH 12CDEi5 a id GCA 002913065
Campylobacter concisus clade 575 str AAUH 12CDdes2 id GCA 002913085
Campylobacter concisus clade 575 str AAUH 12CDsig id GCA 002913145
Campylobacter concisus clade 575 str AAUH 12CDce id GCA 002914115
Campylobacter concisus clade 575 str AAUH 12CDdes4 id GCA 002914105
Campylobacter concisus clade 575 str AAUH 16UCo a id GCA 002913095
Campylobacter concisus clade 575 str MGYG HGUT 02435 id GCA 902387035
pylobacter concisus clade 575 str AAUH 16UCF3 id GCA 002914145
Campy\mbacter concisus clade 575 str 2009 173039 id GCA 902460475
Campylobacter concisus clade 575 str ATCC 33237 id GCA 001298465
Campylobacter concisus clade 575 str H150 S1 id GCA 003048995
Campylobacter concisus clade 575 str H101 id GCA 015679965
mpylobacter concisus clade 575 str P26UCO S2 id GCA 003048595
Campy\obacter concisus clade 575 str MGYG HGUT 02430 id GCA 902387015
pylobacter concisus clade 575 str Lasto205 94 id GCA 002165895
Campy\obacter concisus clade 575 str MGYG HGUT 02428 id GCA 902387055
pylobacter concisus clade 575 str Lasto28 99 1d GCA 002165785
Campy\obacter concisus clade 575 str AAUH 11UCdes a id GCA 00291315
mpylobacter concisus clade 575 str ATCC 51562 id GEA O0naseras
Campylobacter concisus clade 575 str P3UCB1 id GCA 015680005
Campylobacter concisus clade 575 str P3UCO1 id GCA 015679985
Campylobacter concisus clade 575 str 2009 42653 id GCA 902460445
Campylobacter concisus clade 575 str 2012 164712 id GCA 902460845
Campylobacter concisus clade 575 str H120 S1 id GCA 003048755
Campylobacter concisus clade 575 str H260 S1 id GCA 003048965
Campylobacter concisus clade 575 str P27CDO S2 id GCA 003048775
Campylobacter concisus clade 575 str 2010 112100 F id GCA 902460415
mpylobacter concisus clade 575 str PACDO 52 id GCA 003048695
mpylobacter concisus clade 575 str H340 S1 id GCA 015229985 1 |
Campylobacter concisus clade 575 str AAUH 2010376221 id GCA 002912895 1 |
mpylobacter concisus clade 575 str H100 S1 id GCA 003048575 1 |
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UNKNOWN (5859) [l KNOWN (137)

UNKNOWN (3208) [l KNOWN (2788)

UNKNOWN (3204) [l KNOWN (2792)

UNKNOWN (5349) [l KNOWN (647)

UNKNOWN (4229) [l KNOWN (1767)

UNKNOWN (5643) [l KNOWN (353)

UNKNOWN (5643) [l KNOWN (353)

UNKNOWN (4224) [l KNOWN (1772)
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