
Campylobacter concisus clade 433 str 2010 112708 id GCA 902460455 1
Campylobacter concisus clade 433 str AAUH 10HCdes id GCA 002912705 1

Campylobacter concisus clade 433 str AAUH 10HCdes3 id GCA 002912735 1
Campylobacter concisus clade 433 str AAUH 10HCdes4 id GCA 002912805 1

Campylobacter concisus clade 433 str AAUH 35UCpp id GCA 002913325 1
Campylobacter concisus clade 433 str AAUH 35UCil2 a id GCA 002913245 1
Campylobacter concisus clade 433 str AAUH 35UCil3 a id GCA 002913265 1

Campylobacter concisus clade 433 str 2013 42088 id GCA 902460755 1
Campylobacter concisus clade 433 str UNSW1 id GCA 000466665 1

Campylobacter concisus clade 433 str 2010 112100 O id GCA 902460505 1
Campylobacter concisus clade 433 str H16O S1 id GCA 003048615 2

Campylobacter concisus clade 433 str P15UCO S2 id GCA 015679945 1
Campylobacter concisus clade 433 str P16UCO S1 id GCA 003048845 1

Campylobacter concisus clade 433 str AAUH 15UCpp id GCA 002913195 1
Campylobacter concisus clade 433 str AAUH 3UCce2 id GCA 002913305 1

Campylobacter concisus clade 433 str 2010 31374 id GCA 902460615 1
Campylobacter concisus clade 433 str AAUH 48UCdp a id GCA 002913895 1

Campylobacter concisus clade 433 str H32O S2 id GCA 015230015 1
Campylobacter concisus clade 433 str UNSWCS id GCA 000466685 1
Campylobacter concisus clade 433 str H20O S1 id GCA 003048985 1

Campylobacter concisus clade 433 str 2010 112825 id GCA 902460535 1
Campylobacter concisus clade 433 str H32O S1 id GCA 015230035 1

Campylobacter concisus clade 433 str 2010 113862 O id GCA 902460725 1
Campylobacter concisus clade 433 str UNSW3 id GCA 000466645 1

Campylobacter concisus clade 433 str AAUH 9UCdp id GCA 002914085 1
Campylobacter concisus clade 433 str AAUH 25Df id GCA 002914045 1

Campylobacter concisus clade 433 str UNSWCD id GCA 000259315 1
Campylobacter concisus clade 433 str H31O S1 id GCA 015230075 1
Campylobacter concisus clade 433 str H7O S1 id GCA 003049045 1

Campylobacter concisus clade 433 str AAUH 9UCpp id GCA 002913545 1
Campylobacter concisus clade 433 str MGYG HGUT 01392 id GCA 902374575 1

Campylobacter concisus clade 433 str 10 1 50 id GCA 000238755 1
Campylobacter concisus clade 433 str P13UCO S1 id GCA 003048835 2

Campylobacter concisus clade 433 str H29O S1 id GCA 003048705 1
Campylobacter concisus clade 433 str P27CDO S1 id GCA 003048765 1
Campylobacter concisus clade 433 str AAUH 8UCo id GCA 002913465 1

Campylobacter concisus clade 433 str H33O S1 id GCA 015229965 1
Campylobacter concisus clade 433 str B38 Tiny mucoid id GCA 902460915 1

Campylobacter concisus clade 433 str H36O S1 id GCA 015229935 1
Campylobacter concisus clade 433 str AAUH 10UCf2 id GCA 002914345 1

Campylobacter concisus clade 433 str AAUH 10UCil a id GCA 002913765 1
Campylobacter concisus clade 433 str Lasto127 99 id GCA 002165825 1

Campylobacter concisus clade 433 str H9O S1 id GCA 003048815 1
Campylobacter concisus clade 433 str P7UCO S2 id GCA 003048895 1
Campylobacter concisus clade 433 str H19O S1 id GCA 003116505 1

Campylobacter concisus clade 433 str AAUH 22UCpp a id GCA 002913785 1
Campylobacter concisus clade 433 str P1CDO2 id GCA 003048675 2

Campylobacter concisus clade 433 str 2010 33561 id GCA 902460695 1
Campylobacter concisus clade 433 str P2CDO4 id GCA 003048375 1

Campylobacter concisus clade 433 str P26UCO S1 id GCA 003048445 1
Campylobacter concisus clade 433 str ATCC 51561 id GCA 000466705 1

Campylobacter concisus clade 433 str H9O S2 id GCA 015680025 1
Campylobacter concisus clade 433 str 2010 113332 O id GCA 902460715 1
Campylobacter concisus clade 433 str AAUH 48UCil a id GCA 002912605 1

Campylobacter concisus clade 433 str D2833 id GCA 015163675 1
Campylobacter concisus clade 433 str H3O1 id GCA 003049065 1

Campylobacter concisus clade 433 str H11O S1 id GCA 003049025 1
Campylobacter concisus clade 433 str P1CDO3 id GCA 003048685 2

Campylobacter concisus clade 433 str AAUH 11UCsig a id GCA 002913525 1
Campylobacter concisus clade 433 str AAUH 16UCdp5 id GCA 002914325 1

Campylobacter concisus clade 433 str H11O S2 id GCA 003048605 1
Campylobacter concisus clade 433 str 13826 id GCA 000017725 2

Campylobacter concisus clade 433 str CCUG 19995 id GCA 002165815 1
Campylobacter concisus clade 433 str B124 Slimy large id GCA 902460825 1
Campylobacter concisus clade 433 str B124 Slimy small id GCA 902460815 1

Campylobacter concisus clade 433 str AAUH 43UCce a id GCA 002913635 1
Campylobacter concisus clade 433 str AAUH 43UCf id GCA 002913385 1

Campylobacter concisus clade 433 str AAUH 2HCtra id GCA 002912505 1
Campylobacter concisus clade 433 str P16UCO S2 id GCA 003048645 1
Campylobacter concisus clade 433 str 2010 16206 id GCA 902460635 1

Campylobacter concisus clade 433 str AAUH 47UCil a id GCA 002912675 1
Campylobacter concisus clade 433 str AAUH 47UCil id GCA 002912595 1
Campylobacter concisus clade 433 str 2010 131105 id GCA 902460675 1

Campylobacter concisus clade 433 str AAUH 15UCdp a id GCA 002913665 1
Campylobacter concisus clade 433 str 2010 36743 id GCA 902460745 1

Campylobacter concisus clade 433 str Campylobacter concisus BgEED07 id GCA 901874975 1
Campylobacter concisus clade 433 str 2009 75775 id GCA 902460465 1
Campylobacter concisus clade 433 str P11CDO S1 id GCA 003048875 2

Campylobacter concisus clade 575 str AAUH 12CDti4 a id GCA 002912995 1
Campylobacter concisus clade 575 str AAUH 12CDtra2 a id GCA 002914065 1
Campylobacter concisus clade 575 str AAUH 12CDdes3 id GCA 002914355 1
Campylobacter concisus clade 575 str AAUH 12CDti2 a id GCA 002913715 1
Campylobacter concisus clade 575 str AAUH 12CDti5 a id GCA 002913065 1
Campylobacter concisus clade 575 str AAUH 12CDdes2 id GCA 002913085 1

Campylobacter concisus clade 575 str AAUH 12CDsig id GCA 002913145 1
Campylobacter concisus clade 575 str AAUH 12CDce id GCA 002914115 1

Campylobacter concisus clade 575 str AAUH 12CDdes4 id GCA 002914105 1
Campylobacter concisus clade 575 str AAUH 16UCo a id GCA 002913095 1

Campylobacter concisus clade 575 str MGYG HGUT 02435 id GCA 902387035 1
Campylobacter concisus clade 575 str AAUH 16UCf3 id GCA 002914145 1
Campylobacter concisus clade 575 str 2009 173039 id GCA 902460475 1
Campylobacter concisus clade 575 str ATCC 33237 id GCA 001298465 1

Campylobacter concisus clade 575 str H15O S1 id GCA 003048995 1
Campylobacter concisus clade 575 str H1O1 id GCA 015679965 1

Campylobacter concisus clade 575 str P26UCO S2 id GCA 003048595 2
Campylobacter concisus clade 575 str MGYG HGUT 02430 id GCA 902387015 1

Campylobacter concisus clade 575 str Lasto205 94 id GCA 002165895 1
Campylobacter concisus clade 575 str MGYG HGUT 02428 id GCA 902387055 1

Campylobacter concisus clade 575 str Lasto28 99 id GCA 002165785 1
Campylobacter concisus clade 575 str AAUH 11UCdes a id GCA 002913155 1

Campylobacter concisus clade 575 str ATCC 51562 id GCA 000466745 1
Campylobacter concisus clade 575 str P3UCB1 id GCA 015680005 1
Campylobacter concisus clade 575 str P3UCO1 id GCA 015679985 1

Campylobacter concisus clade 575 str 2009 42653 id GCA 902460445 1
Campylobacter concisus clade 575 str 2012 164712 id GCA 902460845 1

Campylobacter concisus clade 575 str H12O S1 id GCA 003048755 1
Campylobacter concisus clade 575 str H26O S1 id GCA 003048965 1

Campylobacter concisus clade 575 str P27CDO S2 id GCA 003048775 2
Campylobacter concisus clade 575 str 2010 112100 F id GCA 902460415 1

Campylobacter concisus clade 575 str P10CDO S2 id GCA 003048695 2
Campylobacter concisus clade 575 str H34O S1 id GCA 015229985 1

Campylobacter concisus clade 575 str AAUH 2010376221 id GCA 002912895 1
Campylobacter concisus clade 575 str H10O S1 id GCA 003048575 1

COG20 FUNCTION
KOfam

Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

Campylobac... none 45 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 16

num_genes_... sqrt 0 0 18.6279

num_genome... none 0 0 113

Campylobacter concisus HMT 433 575
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (5859) KNOWN (137)CAZyme

UNKNOWN (3208) KNOWN (2788)COG20 CATEGORY

UNKNOWN (3204) KNOWN (2792)COG20 FUNCTION

UNKNOWN (5349) KNOWN (647)COG20 PATHWAY

UNKNOWN (4229) KNOWN (1767)KEGG BRITE

UNKNOWN (5643) KNOWN (353)KEGG Class

UNKNOWN (5643) KNOWN (353)KEGG Module

UNKNOWN (4224) KNOWN (1772)KOfam

KNOWN (3178) UNKNOWN (2818)Pfam


