Anaerolineae G1 bacterium HM T 439 HM I 439

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

Anaerolineae G1 bacterium HMT 439 str Chl2 id GCA 000406805 1

Anaerolineae G1 bacterium HMT 439 str SRR9217393 mag bin 14 id GCA 905372085 1 |GGG B I

Anaerolineae G1 bacterium HMT 439 str W11661 id GCA 001717545 1 ||}
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CAZyme UNKNOWN (2638) [l KNOWN (112)
COG20 CATEGORY B KNOWN (2120) | | UNKNOWN (630)

COGZO FU NCTION B KNOWN (2120) UNKNOWN (630)
COGZO PATHWAY UNKNOWN (2226) Bl KNOWN (524)
KEGG BRITE B KNOWN (1412) UNKNOWN (1338)

KEGG Class  yninown (2501) [l KNOWN (249)

KEGG Module UNKNOWN (2501) il KNOWN (249)

KOfam g known 1415 unknown (133s)

Pfam g inown 1s2)  uninown 68




