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CAZyme UNKNOWN (3361) [l KNOWN (63)
COG20 CATEGORY B KNOWN (1943) | | UNKNOWN (1481)

COGZO FUNCTION B KNOWN (1945) UNKNOWN (1479)
COGZO PATHWAY UNKNOWN (2971) Bl KNOWN (453)
KEGG BRITE UNKNOWN (2023) B8 KNOWN (1401)

KEGG Class  ynknown (3181) [l KNOWN (243)

KEGG Module UNKNOWN (3181) [l KNOWN (243)

KOfam UNKNOWN (2020) il KNOWN (1404)

Pfam Bl KNOWN (2228) | | UNKNOWN (1196)




