Peptostreptococcaceae (31 Eubacterium suici HM 1 46/

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

Peptostreptococcaceae G1 Eubacterium sulci str JCVI 49 bin 14 id GCA 015255615 1 I\"‘lll_l_”“l“”||H|H| HH ‘I _ ’ m‘ ‘
Peptostreptococcaceae G1 Eubacterium sulci str SRR15235662 bin 10 metaWRAP v1 1 MAG id GCA 916720415 1 ”H“H“"\"“VI-||I|_‘||HHH|H” | HHH" I | ‘
Peptostreptococcaceae G1 Eubacterium sulci str JCVI 34 bin 13 id GCA 015255785 1 ““IIM"I-. H |||H HlHH I I I| ‘

I
Peptostreptococcaceae G1 Eubacterium sulci str JCVI 41 bin 14 id GCA 015255735 1 "‘IWI_“_” |H| \H |IHH I ”H ‘

Peptostreptococcaceae G1 Eubacterium sulci str JCVI 38 bin 11 id GCA 015255725 1 HH”\II‘“-I_H HHH”“HH \H I ‘ ‘”

Peptostreptococcaceae G1 Eubacterium sulci str JCVI 14 bin 12 id GCA 015256135 1 ||’||||‘|I|||..H|_” H ’ H“ ‘ I ‘ ‘
Peptostreptococcaceae G1 Eubacterium sulci str JCVI 18 bin 6 id GCA 015256025 1 ||‘|||H|||I-|._HH |HH|“ || ‘H I ‘ ‘ ‘
Peptostreptococcaceae G1 Eubacterium sulci str ATCC 35585 id GCA 000526055 1 |||/ R 1 | | |
Peptostreptococcaceae G1 Eubacterium sulci str ATCC 35585 id GCA 001189495 1 ||||\|]|“|-._|| \||||| \l \ I ‘ I‘
Peptostreptococcaceae G1 Eubacterium sulci str JCVI 10 bin 4 id GCA 015256185 1 IIIII_""l“lI‘ mH ” I ‘ ” |
Peptostreptococcaceae G1 Eubacterium sulci str JCVI 24 bin 9 id GCA 015255975 1 HIHHH_”"“"l\“”“\| | ‘ . I ‘ ‘

Peptostreptococcaceae G1 Eubacterium sulci str JCVI 37 bin 11 id GCA 015255745 1 \l’|HH|H“|\||..|H_||I“ HNHH \lH \ . HI H

Peptostreptococcaceae G1 Eubacterium sulci str JCVI 28 bin 13 id GCA 015255865 1 |||||HHH|I-|||I_‘I‘”’N || H“ ‘I ‘ H ‘
Peptostreptococcaceae G1 Eubacterium sulci str JCVI 33 bin 6 id GCA 015255805 1 \I||\|\”\||I-||||I|_‘ |||HHH|I\|‘HH | ‘ | I
Peptostreptococcaceae G1 Eubacterium sulci str JCVI 12 bin 8 id GCA 015256115 1 H\HlH”mllm.-l|||_\||| HH”HIH | I I

Peptostreptococcaceae G1 Eubacterium sulci str JCVI 25 bin 2 id GCA 015255915 1 ||HH||||||I_H”| HHHH H I |

|
Peptostreptococcaceae G1 Eubacterium sulci str SRR8114013 bin 50 CONCOCT v1 1 MAG id GcA 938014155 1 ||| INERRREENR 1 11 11l | N
Peptostreptococcaceae G1 Eubacterium sulci str JCVI 1 bin 13 id GCA 015256015 1 ”||H|H||I- I._\l HH'HW \ ‘| ‘ I I ‘
Peptostreptococcaceae G1 Eubacterium sulci str JCVI 48 bin 21 id GCA 015255645 1 HHHHNHHWI .“|||||||_H HH\ H
Peptostreptococcaceae G1 Eubacterium sulci str JCVI 13 bin 4 id GCA 015256125 1 |H‘||‘HH‘|‘""-I‘|‘_H‘ HMW H I
Peptostreptococcaceae G1 Eubacterium sulci str JCVI 32 bin 54 id GCA 015255825 1 |||\||W||\||I-l\||_“ H‘HHH HHlH | HH |
Peptostreptococcaceae G1 Eubacterium sulci str JCVI 16 bin 7 id GcA 015256085 1 ||| RN || | | 1

Peptostreptococcaceae G1 Eubacterium sulci str JCVI 42 bin 9 id GCA 015255705 1 Hmm\|H\||||..II|H_\‘ H \lHH” ‘
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CAZyme UNKNOWN (3510) [l KNOWN (36)
COG20 CATEGORY B KNOWN (1993) | | UNKNOWN (1553)

COGZO FUNCTION B KNOWN (1993) UNKNOWN (1553)
COGZO PATHWAY UNKNOWN (3046) 8 KNOWN (500)
KEGG BRITE UNKNOWN (2193) 8 KNOWN (1353)

KEGG CIaSS UNKNOWN (3291) 8 KNOWN (255)

KEGG Module  jnknvown @201) B KNOWN (255)

KOfam  yniwown @189 I KNOWN (1357)

Pfam g known @2e7)  unknown (1249)




