
Peptostreptococcaceae G1 Eubacterium sulci str JCVI 49 bin 14 id GCA 015255615 1
Peptostreptococcaceae G1 Eubacterium sulci str SRR15235662 bin 10 metaWRAP v1 1 MAG id GCA 916720415 1

Peptostreptococcaceae G1 Eubacterium sulci str JCVI 34 bin 13 id GCA 015255785 1
Peptostreptococcaceae G1 Eubacterium sulci str JCVI 41 bin 14 id GCA 015255735 1
Peptostreptococcaceae G1 Eubacterium sulci str JCVI 38 bin 11 id GCA 015255725 1
Peptostreptococcaceae G1 Eubacterium sulci str JCVI 14 bin 12 id GCA 015256135 1
Peptostreptococcaceae G1 Eubacterium sulci str JCVI 18 bin 6 id GCA 015256025 1
Peptostreptococcaceae G1 Eubacterium sulci str ATCC 35585 id GCA 000526055 1
Peptostreptococcaceae G1 Eubacterium sulci str ATCC 35585 id GCA 001189495 1

Peptostreptococcaceae G1 Eubacterium sulci str JCVI 10 bin 4 id GCA 015256185 1
Peptostreptococcaceae G1 Eubacterium sulci str JCVI 24 bin 9 id GCA 015255975 1

Peptostreptococcaceae G1 Eubacterium sulci str JCVI 37 bin 11 id GCA 015255745 1
Peptostreptococcaceae G1 Eubacterium sulci str JCVI 28 bin 13 id GCA 015255865 1
Peptostreptococcaceae G1 Eubacterium sulci str JCVI 33 bin 6 id GCA 015255805 1
Peptostreptococcaceae G1 Eubacterium sulci str JCVI 12 bin 8 id GCA 015256115 1
Peptostreptococcaceae G1 Eubacterium sulci str JCVI 25 bin 2 id GCA 015255915 1

Peptostreptococcaceae G1 Eubacterium sulci str SRR8114013 bin 50 CONCOCT v1 1 MAG id GCA 938014155 1
Peptostreptococcaceae G1 Eubacterium sulci str JCVI 1 bin 13 id GCA 015256015 1

Peptostreptococcaceae G1 Eubacterium sulci str JCVI 48 bin 21 id GCA 015255645 1
Peptostreptococcaceae G1 Eubacterium sulci str JCVI 13 bin 4 id GCA 015256125 1

Peptostreptococcaceae G1 Eubacterium sulci str JCVI 32 bin 54 id GCA 015255825 1
Peptostreptococcaceae G1 Eubacterium sulci str JCVI 16 bin 7 id GCA 015256085 1
Peptostreptococcaceae G1 Eubacterium sulci str JCVI 42 bin 9 id GCA 015255705 1

COG20 FUNCTION
KOfam

Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Peptostrep... none 180 0 1

Peptostrep... none 180 0 1

Peptostrep... none 180 0 1

Peptostrep... none 180 0 1

Peptostrep... none 180 0 1

Peptostrep... none 180 0 1

Peptostrep... none 180 0 1

Peptostrep... none 180 0 1

Peptostrep... none 180 0 1

Peptostrep... none 180 0 1

Peptostrep... none 180 0 1

Peptostrep... none 180 0 1

Peptostrep... none 180 0 1

Peptostrep... none 180 0 1

Peptostrep... none 180 0 1

Peptostrep... none 180 0 1

Peptostrep... none 180 0 1

Peptostrep... none 180 0 1

Peptostrep... none 180 0 1

Peptostrep... none 180 0 1

Peptostrep... none 180 0 1

Peptostrep... none 180 0 1

Peptostrep... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 9

num_genes_... sqrt 0 0 7.4162

num_genome... none 0 0 23

Peptostreptococcaceae G1 Eubacterium sulci HMT 467
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (3510) KNOWN (36)CAZyme

KNOWN (1993) UNKNOWN (1553)COG20 CATEGORY

KNOWN (1993) UNKNOWN (1553)COG20 FUNCTION

UNKNOWN (3046) KNOWN (500)COG20 PATHWAY

UNKNOWN (2193) KNOWN (1353)KEGG BRITE

UNKNOWN (3291) KNOWN (255)KEGG Class

UNKNOWN (3291) KNOWN (255)KEGG Module

UNKNOWN (2189) KNOWN (1357)KOfam

KNOWN (2297) UNKNOWN (1249)Pfam


