
Streptococcus anginosus str UMB248 id GCA 008727075 1
Streptococcus anginosus str UMB4708 id GCA 008726525 2
Streptococcus anginosus str UMB4683 id GCA 008726565 1
Streptococcus anginosus str UMB8810 id GCA 025909465 1
Streptococcus anginosus str UMB567 id GCA 008727045 1

Streptococcus anginosus str UMB8390 id GCA 008726415 1
Streptococcus anginosus str UMB8710 id GCA 008726305 1
Streptococcus anginosus str TF09 3AT id GCA 003436905 1
Streptococcus anginosus str UMB0142 id GCA 002848085 1
Streptococcus anginosus str UMB633 id GCA 008726875 1

Streptococcus anginosus str VA01 10AN id GCA 011029125 1
Streptococcus anginosus str VA01 14AN id GCA 011029135 1

Streptococcus anginosus str AF18 38 id GCA 003460205 1
Streptococcus anginosus str BVI id GCA 900096985 1

Streptococcus anginosus str 1001285H 161024 F1 id GCA 015669745 1
Streptococcus anginosus str HMSC056D07 id GCA 001814455 1

Streptococcus anginosus str D40t1 170626 B7 id GCA 015669245 1
Streptococcus anginosus str HMSC034A12 id GCA 001835825 1
Streptococcus anginosus str HMSC034F03 id GCA 001838535 1
Streptococcus anginosus str HMSC066F10 id GCA 001813805 1

Streptococcus anginosus str UMB1353 id GCA 018919275 1
Streptococcus anginosus str S6 5008 2 id GCA 030027035 1
Streptococcus anginosus str UMB6516 id GCA 025909295 1
Streptococcus anginosus str MAS624 id GCA 000478925 1

Streptococcus anginosus str BSD2780120874b 170522 B1 id GCA 015547285 1
Streptococcus anginosus str BSD2780120874st1 H7 BSD2780120874b 170522 id GCA 028326945 1

Streptococcus anginosus str CCUG 39159 id GCA 000257765 1
Streptococcus anginosus str FDAARGOS 1155 id GCA 016725185 1

Streptococcus anginosus str S63 id GCA 023109095 1
Streptococcus anginosus str C238 id GCA 000463505 1

Streptococcus anginosus str SMC5342 id GCA 030676835 1
Streptococcus anginosus str FDAARGOS 1569 id GCA 020735765 1

Streptococcus anginosus str SK52 id GCA 000214555 2
Streptococcus anginosus str SK52 id GCA 000474055 1
Streptococcus anginosus str SK54 id GCA 000474095 1

Streptococcus anginosus str NCTC10713 id GCA 900636475 1
Streptococcus anginosus str DSM 20563 id GCA 000373605 1

Streptococcus anginosus str SK52 DSM 20563 id GCA 019930105 1
Streptococcus anginosus str ATCC 33397 id GCA 002088025 1
Streptococcus anginosus str CCUG 27928 id GCA 023169525 1

Streptococcus anginosus str AC15 id GCA 000565055 1
Streptococcus anginosus str ACC21 id GCA 000524375 1

Streptococcus anginosus str gl id GCA 002999525 1
Streptococcus anginosus str SA1 id GCA 000831165 1

Streptococcus anginosus str J4206 id GCA 001697145 1
Streptococcus anginosus str F0211 id GCA 000184365 2
Streptococcus anginosus str OUP19 id GCA 002999635 1
Streptococcus anginosus str OUP25 id GCA 002999575 1

Streptococcus anginosus str gc id GCA 002999485 1
Streptococcus anginosus str FDAARGOS 1357 id GCA 016903355 1

Streptococcus anginosus str HMSC057E02 id GCA 001810745 1
Streptococcus anginosus str 1043 SSUI id GCA 001069165 1

Streptococcus anginosus str UMB972 id GCA 008726835 1
Streptococcus anginosus str AM100 PMO 1D 13A id GCA 027660775 1

Streptococcus anginosus str UMB6654 id GCA 025908915 1
Streptococcus anginosus str MGYG HGUT 01362 id GCA 902374285 1

Streptococcus anginosus str 1 2 62CV id GCA 000186545 1
Streptococcus anginosus str NCTC11064 id GCA 901542485 1

Streptococcus anginosus str OUP10 id GCA 002999595 1
Streptococcus anginosus str UMB8047 id GCA 025909175 1

Streptococcus anginosus str J4211 id GCA 001412635 1
Streptococcus anginosus str C1051 id GCA 000463465 1

Streptococcus anginosus str S41 id GCA 023109445 1
Streptococcus anginosus str HMSC034B03 id GCA 001838575 1
Streptococcus anginosus str HMSC071H03 id GCA 001813035 1
Streptococcus anginosus str AM93 01IFCA id GCA 027698225 1

Streptococcus anginosus str AM113 188 id GCA 027673585 1
Streptococcus anginosus str AM113 92 id GCA 027672485 1

Streptococcus anginosus str ERR1430443 bin 2 id GCA 905208655 1
Streptococcus anginosus str ERR1430443 bin 89 CONCOCT v1 1 MAG id GCA 938046685 1

Streptococcus anginosus str AF11 3H id GCA 027685845 1
Streptococcus anginosus str OM04 6BH id GCA 003439105 1

Streptococcus anginosus str 83 SANG id GCA 001074525 1
Streptococcus anginosus str AF07 5B id GCA 027687505 1

Streptococcus anginosus str AM109 19 id GCA 027658535 1
Streptococcus anginosus str KCOM 2412 id GCA 003963555 1

Streptococcus anginosus str AM109 43 id GCA 027722505 1
Streptococcus anginosus str AM109 95 id GCA 027723265 1

Streptococcus anginosus str KS 6 id GCA 014844995 1
Streptococcus anginosus str NCTC10707 id GCA 901542375 1

Streptococcus anginosus str UMB8342 id GCA 025908845 1
Streptococcus anginosus str S16 id GCA 023109975 1
Streptococcus anginosus str S08 id GCA 023110155 1
Streptococcus anginosus str S26 id GCA 023109795 1

Streptococcus anginosus str AM27 1LB id GCA 003469625 1
Streptococcus anginosus str SK1138 id GCA 000287595 1

Streptococcus anginosus str AM113 67 id GCA 027672805 1
Streptococcus anginosus str AM113 93 id GCA 027672465 1

Streptococcus anginosus str HF 2466 id GCA 015594645 1
Streptococcus anginosus str Streptococcus anginosus BgEED29 id GCA 901875545 1

Streptococcus anginosus str HF 100 id GCA 015594635 1
Streptococcus anginosus str Marseille P9010 id GCA 902827125 1
Streptococcus anginosus str 100993296213 id GCA 026784025 1

Streptococcus anginosus str 11 id GCA 002999475 1
Streptococcus anginosus str OUP21 id GCA 002999555 1

Streptococcus anginosus str T5 id GCA 000474155 1
Streptococcus anginosus str K20 id GCA 019733995 1
Streptococcus anginosus str K27 id GCA 019733875 1

COG20 FUNCTION
KOfam

Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Streptococ... none 45 0 1

Streptococ... none 45 0 1

Streptococ... none 45 0 1

Streptococ... none 45 0 1

Streptococ... none 45 0 1

Streptococ... none 45 0 1

Streptococ... none 45 0 1

Streptococ... none 45 0 1

Streptococ... none 45 0 1

Streptococ... none 45 0 1

Streptococ... none 45 0 1

Streptococ... none 45 0 1

Streptococ... none 45 0 1

Streptococ... none 45 0 1

Streptococ... none 45 0 1

Streptococ... none 45 0 1

Streptococ... none 45 0 1

Streptococ... none 45 0 1

Streptococ... none 45 0 1

Streptococ... none 45 0 1

Streptococ... none 45 0 1

Streptococ... none 45 0 1

Streptococ... none 45 0 1

Streptococ... none 45 0 1

Streptococ... none 45 0 1

Streptococ... none 45 0 1

Streptococ... none 45 0 1

Streptococ... none 45 0 1

Streptococ... none 45 0 1

Streptococ... none 45 0 1

Streptococ... none 45 0 1

Streptococ... none 45 0 1

Streptococ... none 45 0 1

Streptococ... none 45 0 1

Streptococ... none 45 0 1

Streptococ... none 45 0 1

Streptococ... none 45 0 1

Streptococ... none 45 0 1

Streptococ... none 45 0 1

Streptococ... none 45 0 1

Streptococ... none 45 0 1

Streptococ... none 45 0 1

Streptococ... none 45 0 1

Streptococ... none 45 0 1

Streptococ... none 45 0 1

Streptococ... none 45 0 1

Streptococ... none 45 0 1

Streptococ... none 45 0 1

Streptococ... none 45 0 1

Streptococ... none 45 0 1

Streptococ... none 45 0 1

Streptococ... none 45 0 1

Streptococ... none 45 0 1

Streptococ... none 45 0 1

Streptococ... none 45 0 1

Streptococ... none 45 0 1

Streptococ... none 45 0 1

Streptococ... none 45 0 1

Streptococ... none 45 0 1

Streptococ... none 45 0 1

Streptococ... none 45 0 1

Streptococ... none 45 0 1

Streptococ... none 45 0 1

Streptococ... none 45 0 1

Streptococ... none 45 0 1

Streptococ... none 45 0 1

Streptococ... none 45 0 1

Streptococ... none 45 0 1

Streptococ... none 45 0 1

Streptococ... none 45 0 1

Streptococ... none 45 0 1

Streptococ... none 45 0 1

Streptococ... none 45 0 1

Streptococ... none 45 0 1

Streptococ... none 45 0 1

Streptococ... none 45 0 1

Streptococ... none 45 0 1

Streptococ... none 45 0 1

Streptococ... none 45 0 1

Streptococ... none 45 0 1

Streptococ... none 45 0 1

Streptococ... none 45 0 1

Streptococ... none 45 0 1

Streptococ... none 45 0 1

Streptococ... none 45 0 1

Streptococ... none 45 0 1

Streptococ... none 45 0 1

Streptococ... none 45 0 1

Streptococ... none 45 0 1

Streptococ... none 45 0 1

Streptococ... none 45 0 1

Streptococ... none 45 0 1

Streptococ... none 45 0 1

Streptococ... none 45 0 1

Streptococ... none 45 0 1

Streptococ... none 45 0 1

Streptococ... none 45 0 1

Streptococ... none 45 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 24

num_genes_... sqrt 0 0 19.0788

num_genome... none 0 0 98

Streptococcus anginosus HMT 543
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (6304) KNOWN (127)CAZyme

KNOWN (3396) UNKNOWN (3035)COG20 CATEGORY

KNOWN (3396) UNKNOWN (3035)COG20 FUNCTION

UNKNOWN (5810) KNOWN (621)COG20 PATHWAY

UNKNOWN (4291) KNOWN (2140)KEGG BRITE

UNKNOWN (6117) KNOWN (314)KEGG Class

UNKNOWN (6117) KNOWN (314)KEGG Module

UNKNOWN (4284) KNOWN (2147)KOfam

KNOWN (3964) UNKNOWN (2467)Pfam


