Segatella buccae HVIT 500

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

Segatella buccae str CM02 09b3TA id GCA 027696905 1 ||l IMIIN || | ]
|

Segatella buccae str D17 id GCA 000162455 1 HI””IH \II‘IIHHHH \I I
Segatella buccae str L3 101 000G1 dasL3 101 000G1 concoct 104 id GCA 018372275 1 | [HIIINNII W
Segatella buccae str ATCC 33574 id GCA 000184945 1 || [N
Segatella buccae str NCTC13063 id GCA 900454855 1 || [/l |HIIl|
Segatella buccae str MSx73 id GCA 000287635 1 ||[|IINIMNNNL || I |
Segatella buccae str N1167 1 id GCA 030843185 1 |||/ I | 1
Segatella buccae str CM02 06A id GCA 027696975 1 || |[IININNI| B
Segatella buccae str SCH10047 S 4 id GCA 019391755 1 [|[IINIVININN | 1) (11 1]
Segatella buccae str ERR10960885 bin 3 MetaWRAP v1 3 MAG id GCA 958415905 1| [[IIIMIIT ~ M1 W
Segatella buccae str ERR1430533 bin 121 CONCOCT v1 1 MAG id GCA 938016215 1 {||| Il NI |
Segatella buccae str SRR22541666 bin 20 MetaWRAP v1 3 MAG id GCA 958433865 1 || | [l ||l |
Segatella buccae str DRR221348 bin 7 MetaWRAP v1 3 MAG id GCA 959023205 1 || ||| |l il

Segatella buccae str MGYG HGUT 00289 id GCA 902461075 1 ||| 1 [IIIIII 1 I

COG20 FUNCTION |1 ]I ERNE 00 O E e
KOfam [/ IFLIRHIL! HTIANTY LI T T AT
Prarm {11 I OO0 APTEEAET TEOEAEER o TkEEtr

CAZyme UNKNOWN (4044) [l KNOWN (257)
COG20 CATEGORY B KNOWN (2333) | | UNKNOWN (1968)

COGZO FU NCTION B KNOWN (2333) UNKNOWN (1968)
COGZO PATHWAY UNKNOWN (3726) l KNOWN (575)
KEGG BRITE UNKNOWN (2687) B8 KNOWN (1614)

KEGG Class  ynknown @ors) I KNOWN (330)

KEGG Module  jnknvown sors) B KNOWN (330)

KOfam UNKNOWN (2686) ] KNOWN (1615)

Pfam B KNOWN (2777) | | UNKNOWN (1524)




