Vlogibacterium aiversum A1 0993

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies
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CAZyme  yninown @27 B KNOWN (19)
COG20 CATEGORY B KNOWN (1509) | | UNKNOWN (780)

COGZO FUNCTION B KNOWN (1509) UNKNOWN (780)
COGZO PATHWAY UNKNOWN (1870) B KNOWN (419)
KEGG BRITE UNKNOWN (1207) B KNOWN (1082)

KEGG Class UNKNOWN (2095) il KNOWN (194)

KEGG Module UNKNOWN (2095) ] KNOWN (194)

KOfam UNKNOWN (1202) B8 KNOWN (1087)

Pfam B KNOWN (1682) | | UNKNOWN (607)



