Streptococcus intermedius AV 044

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

Streptococcus intermedius str SK54 id GCA 000258445
Streptococcus intermedius str ATCC 27335 id GCA 000413475
Streptococcus intermedius str NCTC11324 id GCA 900475975

Streptococcus intermedius str JTHO8 id GCA 000306805
Streptococcus intermedius str G1563 id GCA 900490735
Streptococcus intermedius str G1564 id GCA 900490815
Streptococcus intermedius str 30309 id GCA 002879585
Streptococcus intermedius str 14 03 17 id GCA 008633305
Streptococcus intermedius str 15 03 11 id GCA 008633485
Streptococcus intermedius str BCC34 id GCA 003944025
Streptococcus intermedius str S23 id GCA 023109915
Streptococcus intermedius str A6 id GCA 003943035
Streptococcus intermedius str A4 id GCA 003944005
Streptococcus intermedius str BCC01 id GCA 003943155
Streptococcus intermedius str BA1 id GCA 000313655
Streptococcus intermedius str G1555 id GCA 900490805
Streptococcus intermedius str G1552 id GCA 900490715
Streptococcus intermedius str G1565 id GCA 900490725
Streptococcus intermedius str FO413 id GCA 000234035
Streptococcus intermedius str FDAARGOS 769 id GCA 013267515
Streptococcus intermedius str G1566 id GCA 900490855
Streptococcus intermedius str G1567 id GCA 900490765
Streptococcus intermedius str G1568 id GCA 900490835
Streptococcus intermedius str FDAARGOS 233 id GCA 002073355 2
Streptococcus intermedius str KCOM 1545 id GCA 001296205
Streptococcus intermedius str S42 id GCA 023109435
Streptococcus intermedius str UMB9934 id GCA 030226005
Streptococcus intermedius str 14 04 18 id GCA 008975305
Streptococcus intermedius str A3 id GCA 003943085
Streptococcus intermedius str A2 id GCA 003943095
Streptococcus intermedius str TYG1620 id GCA 002356055
Streptococcus intermedius str 32811 id GCA 002879575
Streptococcus intermedius str KLC09 id GCA 003944015
Streptococcus intermedius str G1562 id GCA 900490785
Streptococcus intermedius str KLC02 id GCA 003943125
Streptococcus intermedius str SO1 id GCA 023110255
Streptococcus intermedius str G1556 id GCA 900490865
Streptococcus intermedius str LC4 id GCA 002879755
Streptococcus intermedius str 631 SCON id GCA 001073635
Streptococcus intermedius str G1554 id GCA 900490795
Streptococcus intermedius str C270 id GCA 000463385
Streptococcus intermedius str GC1825 id GCA 022699185
Streptococcus intermedius str G1557 id GCA 900490745
Streptococcus intermedius str S45 id GCA 023109395
Streptococcus intermedius str 13 12 18 id GCA 008633045
Streptococcus intermedius str A5 id GCA 003943045
Streptococcus intermedius str S30 id GCA 023109685
Streptococcus intermedius str SI1 id GCA 030439945
Streptococcus intermedius str BCC47 id GCA 003943145 |
Streptococcus intermedius str B196 id GCA 000463355 |
Streptococcus intermedius str SMC7156 id GCA 030676575 |
Streptococcus intermedius str G1553 id GCA 900626305 1 (AN e I ] | I
Streptococcus intermedius str LAU SINT id GCA 003284685 1 I 1in | | | [
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CAZyme UNKNOWN (3873) [l KNOWN (86)
COG20 CATEGORY I KNOWN (2353) | | UNKNOWN (1606)

COGZO FUNCTION B KNOWN (2353) UNKNOWN (1606)
COGZO PATHWAY UNKNOWN (3469) l KNOWN (490)
KEGG BRITE UNKNOWN (2343) l KNOWN (1616)

KEGG Class UNKNOWN (3711) [l KNOWN (248)

KEGG Module UNKNOWN (3711) [l KNOWN (248)

KOfam UNKNOWN (2339) [l KNOWN (1620)

Pfam B KNOWN (2692) | | UNKNOWN (1267)




