Corynebacterium matruchotil HVI1 606

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

Corynebacterium matruchotii str ERR3827335 bin 1 metaWRAP vl 1 MAG id GCA 927911805 1 l
Corynebacterium matruchotii str ATCC 14266 id GCA 011612265 2
Corynebacterium matruchotii str NCTC10254 id GCA 900447555 1
Corynebacterium matruchotii str ATCC 14265 id GCA 008868665 1
Corynebacterium matruchotii str ATCC 14266 id GCA 000175375 1
Corynebacterium matruchotii str 27CQ6gwMHQ bin 1 MAG id GCA 946222405 1
Corynebacterium matruchotii str ATCC 33806 id GCA 000158635 1 [}|| ||
Corynebacterium matruchotii str SRR9217428 mag bin 17 id GCA 905372825 1 |||
Corynebacterium matruchotii str ERR589472 bin 16 CONCOCT v1 1 MAG id GCA 938010395 1 ||

Corynebacterium matruchotii str NCTC10206 id GCA 900638255 1 Wy
Corynebacterium matruchotii str SRR1045097 bin 4 metaWRAP v1 1 MAG id GCA 915066165 1 N
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CAZyme UNKNOWN (3247) [l KNOWN (75)
COG20 CATEGORY B KNOWN (1827) | | UNKNOWN (1495)

COGZO FUNCTION B KNOWN (1827) UNKNOWN (1495)
COGZO PATHWAY UNKNOWN (2784) Bl KNOWN (538)
KEGG BRITE UNKNOWN (1983) B KNOWN (1339)

KEGG CIaSS UNKNOWN (3007) B KNOWN (315)

KEGG Module - ynknown (3007) ] KNOWN (315)

KOfam - ynknown (1975) Il KNOWN (1347)

Pfam g «nown o3 unknown (1269)




