otreptococcus mitis HM I 677

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

Streptococcus mitis str SMO7 id GCA 009496335 1
Streptococcus mitis str SM45 id GCA 009495735 1
Streptococcus mitis str SM27 id GCA 009496355 1
Streptococcus mitis str SM04 id GCA 009496435 1
Streptococcus mitis str SMOS5 id GCA 009496395 1
Streptococcus mitis str SM06 id GCA 009496505 1
Streptococcus mitis str SM18 id GCA 009496835 1
Streptococcus mitis str SM43 id GCA 009496735 1
Streptococcus mitis str SM44 id GCA 009496725 1
Streptococcus mitis str SM42 id GCA 009496755 1
Streptococcus mitis str SM37 id GCA 009496795 1
Streptococcus mitis str SM19 id GCA 009496805 1
Streptococcus mitis str SM35 id GCA 009495895 1
Streptococcus mitis str SM49 id GCA 009496895 1
Streptococcus mitis str SMO8 id GCA 009496165 1
Streptococcus mitis str SM30 id GCA 009496045 1
Streptococcus mitis str SM29 id GCA 009496065 1
Streptococcus mitis str SM36 id GCA 009496815 1
Streptococcus mitis str SM46 id GCA 009496075 1
Streptococcus mitis str SM47 id GCA 009495955 1
Streptococcus mitis str SM28 id GCA 009496035 1
Streptococcus mitis str CCUG 31611 id GCA 002014755 1 | || [[1]]
Streptococcus mitis str SK142 id GCA 019929505 1 | | ||| I
Streptococcus mitis str NCTC12261 id GCA 900459425 1 |
Streptococcus mitis str NCTC 12261 id GCA 000148585 3 I } HI H
1
IR
L AL

Streptococcus mitis str FDAARGOS 684 id GCA 009730515

Streptococcus mitis str LMG 14557 id GCA 031191225 1

Streptococcus mitis str FDAARGOS 1456 id GCA 019047825 1
Streptococcus mitis str 4928STDY7071560 id GCA 9021594151 | ||

Streptococcus mitis str BCC30 id GCA 003943555 1 ||

Streptococcus mitis str SM1 id GCA 027497895 1 (|| ||
Streptococcus mitis str KLCO1 id GCA 003942765 1 | |1
Streptococcus mitis str S022 V7 A3 id GCA 016658865 1 | [11]|
Streptococcus mitis str DM3B3 id GCA 019218685 1 || /1]
Streptococcus mitis str SK578 id GCA 000722755 1 HI | H
WA

Streptococcus mitis str 02 1 id GCA 023110515 1
Streptococcus mitis str RH 12363 08 id GCA 002096815 1 |||l |
Streptococcus mitis str SK643 id GCA 000259505 1 1]l /|||
Streptococcus mitis str B15023435 id GCA 026782865 1 || |||l
Streptococcus mitis str SM50 id GCA 009496905 1 |1 [l
Streptococcus mitis str S022 V3 A4 id GCA 013305725 1 ||
Streptococcus mitis str S25 id GCA 023109755 1
Streptococcus mitis str RH 17024 08 id GCA 002096895 1 |||
Streptococcus mitis str SK1126 id GCA 000722815 1 ||
Streptococcus mitis str 2342 id GCA 0132767951 | |
Streptococcus mitis str Marseille Q5855 id GCA 946901985 1 |||l
Streptococcus mitis str Marseille Q5619 id GCA 946901205 1 |||
Streptococcus mitis str Marseille Q6488 id GCA 946902925 1 |||l
Streptococcus mitis str SK1080 id GCA 000220085 2 \I‘ |
I

Streptococcus mitis str 5346 id GCA 013277455 1 ||
Streptococcus mitis str Nm 65 id GCA 014467095 1 ||
Streptococcus mitis str B6 id GCA 000027165 1 |[[[]
Streptococcus mitis str CCUG 63687 id GCA 002014795 1 |]]|
Streptococcus mitis str SK637 id GCA 000722765 2 Il
Streptococcus mitis str SK629 id GCA 000722695 1 111 [
Streptococcus mitis str SK564 id GCA 000148525 2 |
Streptococcus mitis str SK608 id GCA 0007227751 | ||

Streptococcus mitis str 321A id GCA 002005545 1 ||

Streptococcus mitis str IMAU99125 id GCA 019448275 1 |
Streptococcus mitis str NCTC11189 id GCA 901542415 1 I| I‘I I

|

|

|

|
Streptococcus mitis str UMB0832 id GCA 002860905 1 Il
Streptococcus mitis str UMB0079 id GCA 002860825 1 1
Streptococcus mitis str UMBO079b id GCA 002871315 1 1|
Streptococcus mitis str UMB0829 id GCA 030217155 1
Streptococcus mitis str UMB1341 id GCA 002860865 1 |
Streptococcus mitis str SM26 id GCA 009496385 1 |||
Streptococcus mitis str SVGS 061 id GCA 001560895 1 ||
Streptococcus mitis str SK667 id GCA 000722685 1 |||
Streptococcus mitis str D2 id GCA 006385825 1 || ||l
Streptococcus mitis str 2842STDY5643923 id GCA 900042815 1 |||
Streptococcus mitis str k 163 id GCA 0132775551 |l |
Streptococcus mitis str SMO9 id GCA 009496375 1 |
Streptococcus mitis str SM41 id GCA 009496235 1 ’I
I
|

Streptococcus mitis str BCC65 id GCA 003942775 1
Streptococcus mitis str D13054009 id GCA 026782895 1
Streptococcus mitis str SM15 id GCA 009496295 1
Streptococcus mitis str RH 50275 09 id GCA 002096755 1 || ‘
Streptococcus mitis str S39 id GCA 023109515 1 || |
Streptococcus mitis str 04 1 id GCA 023110415 1
Streptococcus mitis str 04 2 id GCA 023110445 1
Streptococcus mitis str B 5756 13 id GCA 002096935 1 || |||
Streptococcus mitis str RH 43861 09 id GCA 002096835 1 11l
Streptococcus mitis str SK137 id GCA 000960025 1 [ |IlI]
Streptococcus mitis str SK145 id GCA 000960065 1 || lI[]
Streptococcus mitis str S53 id GCA 023109235 1 | [[[I|
Streptococcus mitis str SM11 id GCA 021893145 1 || || ||
Streptococcus mitis str SM2 id GCA 027497885 1 [[I1I1
Streptococcus mitis str CCUG 61082 id GCA 002014875 1 ]|
Streptococcus mitis str CCUG 70037 id GCA 020640935 1 ||
Streptococcus mitis str SK271 id GCA 000724165 1 || I[Ii [[[11]] | |
Streptococcus mitis str SK642 id GCA 000722705 1 |
Streptococcus mitis str OT25 id GCA 000960005 1 [lll 110 1l |11 | 1]{
Streptococcus mitis str KCOM 1350 ChDC B183 id GCA 001281025 1[I {HII 1 (11 W
Streptococcus mitis str RH 8961 10 id GCA 002096735 1 1 1 I LIl 11|

i

| Il
Streptococcus mitis str RH 17439 08 id GCA 002096855 1 [l I1'FI 111 []]
Streptococcus mitis str SM4 id GCA 027497935 1 T[T [HIREE 1]
Streptococcus mitis str LQJ 218 id GCA 003428885 1 || e
Streptococcus mitis str 116 D4 id GCA 009731465 1 ] I}\ il ,

Streptococcus mitis str 07 2 id GCA 023110315 1 LRI

Streptococcus mitis str 07 1 id GCA 023110375 1[I 1| 11 I
| I

|

|

B
Streptococcus mitis str S04 id GCA 023110215 1 AR I (I |
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UNKNOWN (3929) [l KNOWN (3463)

UNKNOWN (3925) [l KNOWN (3467)

UNKNOWN (6819) [ll KNOWN (573)

UNKNOWN (5243) [l KNOWN (2149)

UNKNOWN (7087) i KNOWN (305)

UNKNOWN (7087) [l KNOWN (305)

UNKNOWN (5230) [l KNOWN (2162)
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