Solobacterium moorel HMI o673

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

Solobacterium moorei str DSM 22971 id GCA 000425005 1 [} Il I

Solobacterium moorei str MGYG HGUT 00173 id GCA 902364015 1

Solobacterium moorei str AF18 46 id GCA 003459805 1

Solobacterium moorei str G0016 id GCA 030011735 1 |||}l || Il

Solobacterium moorei str SRR9217464 mag bin 10 id GCA 905373405 1 \.
Solobacterium moorei str ERR589656 bin 44 CONCOCT v1 1 MAG id GCA 938044115 1 || | | B
Solobacterium moorei str F0204 id GCA 000186945 2 || |}

l
_ 1
Solobacterium moorei str SRR17635492 bin 20 metaWRAP v1 3 MAG id GCA 947254615 1 || | | HIIl
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CAZyme  |nknown (3137) @ KNOWN (68)
COG20 CATEGORY B KNOWN (2041) | UNKNOWN (1164)

COGZO FU NCTION B KNOWN (2041) UNKNOWN (1164)
COGZO PATHWAY UNKNOWN (2773) B KNOWN (432)
KEGG BRITE UNKNOWN (1799) B KNOWN (1406)

KEGG Class - ynknown so20) m known (176

KEGG Module  juknvown (3029) ] KNOWN (176)

KOfam UNKNOWN (1796) il KNOWN (1409)
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