Fusopbacterium necrophorum RHVIT 690

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

Fusobacterium necrophorum str BRON 10 id GCA 0301807251 | |
Fusobacterium necrophorum str BRON 15 id GCA 030180625 1 | (|
Fusobacterium necrophorum str BRON 9 id GCA 0301808851 | | |
Fusobacterium necrophorum str BRON 28 id GCA 030180485 1 ||
Fusobacterium necrophorum str BRON 5 id GCA 030180835 1 || | |
Fusobacterium necrophorum str BRON 4 id GCA 0301808251 || | I | Il
Fusobacterium necrophorum str LS 1266 id GCA 0015973151 || |
Fusobacterium necrophorum str F1351 id GCA 0015975751 | |l Il
Fusobacterium necrophorum str F1248 id GCA 0015973951 | | I 1]
Fusobacterium necrophorum str BRON 12 id GCA 030180645 1 | |
Fusobacterium necrophorum str LS 1272 id GCA 001597335 1 | il

Fusobacterium necrophorum str D12 id GCA 000158295 2 | 11 111 1l 1 |
Fusobacterium necrophorum str LS 1280 id GCA 0015973251 | Ml 1 (NI [
Fusobacterium necrophorum str HUN048 id GCA 000622045 1 ||| | Il 1 1]
Fusobacterium necrophorum str BRON 7 id GCA 030180785 1 | | | I |
Fusobacterium necrophorum str BRON 18 id GCA 030180575 1 |
Fusobacterium necrophorum str LS 1197 id GCA 001596495 1 | | | |
Fusobacterium necrophorum str BRON 22 id GCA 030180545 1 | |
Fusobacterium necrophorum str BRON 14 id GCA 030180695 1 | (.
Fusobacterium necrophorum str BRON 29 id GCA 030180445 1 | I
Fusobacterium necrophorum str BRON 1 id GCA 030180925 1
Fusobacterium necrophorum str BRON 11 id GCA 030180685 1
Fusobacterium necrophorum str F1330 id GCA 001597545 1 | 1
Fusobacterium necrophorum str P1 LM id GCA 002762025 1
Fusobacterium necrophorum str P1 CP id GCA 002761995 1
Fusobacterium necrophorum str MGYG HGUT 02362 id GCA 902386295 1
Fusobacterium necrophorum str F1309 id GCA 001597475 1
Fusobacterium necrophorum str Fnf 1007 id GCA 000292975 1
Fusobacterium necrophorum str BRON 20 id GCA 030180585 1
Fusobacterium necrophorum str BRON 25 id GCA 030180465 1
Fusobacterium necrophorum str F1365 id GCA 001597565 1
Fusobacterium necrophorum str BRON 3 id GCA 030180865 1
Fusobacterium necrophorum str BRON 8 id GCA 030180765 1
Fusobacterium necrophorum str F1250 id GCA 001597445 1
Fusobacterium necrophorum str BRON 30 id GCA 030180405 1
Fusobacterium necrophorum str F1285 id GCA 001597405 1
Fusobacterium necrophorum str LS 1195 id GCA 001597305 1
Fusobacterium necrophorum str F1260 id GCA 003732525 1
Fusobacterium necrophorum str LS 1260 id GCA 001596475 1
Fusobacterium necrophorum str BRON 2 id GCA 030180905 1
Fusobacterium necrophorum str F1267 id GCA 001597465 1
Fusobacterium necrophorum str BL id GCA 000691645 1
Fusobacterium necrophorum str ATCC 25286 id GCA 900104395 1
Fusobacterium necrophorum str ATCC 25286 id GCA 004006635 1
Fusobacterium necrophorum str FDAARGOS 565 id GCA 003812825 1
Fusobacterium necrophorum str DD5 id GCA 018205295 1
Fusobacterium necrophorum str DAB id GCA 000691705 1
Fusobacterium necrophorum str DJ 2 id GCA 000691745 1
Fusobacterium necrophorum str MAG39 id GCA 021443685 1
Fusobacterium necrophorum str DD16 id GCA 018205675 1
Fusobacterium necrophorum str DD41 id GCA 018206635 1
Fusobacterium necrophorum str ATCC 51357 id GCA 000262225 1
Fusobacterium necrophorum str CCUG 42162 id GCA 008801775 1
Fusobacterium necrophorum str ERR414493 bin 34 CONCOCT v1 1 MAG id GCA 938023115 1
Fusobacterium necrophorum str F1353 id GCA 001597525 1
Fusobacterium necrophorum str BRON 27 id GCA 030180505 1
Fusobacterium necrophorum str BRON 32 id GCA 030180395 1
Fusobacterium necrophorum str F1291 id GCA 003732505 1
Fusobacterium necrophorum str LS 1291 id GCA 001597385 1
Fusobacterium necrophorum str BRON 23 id GCA 030180475 1
Fusobacterium necrophorum str F1314 id GCA 001597485 1
Fusobacterium necrophorum str SUG1006 id GCA 022784125 1
Fusobacterium necrophorum str 1 1 36S id GCA 003019715 1
Fusobacterium necrophorum str BRON 17 id GCA 030180565 1
Fusobacterium necrophorum str ERR414493 bin 20 id GCA 905188175 1
Fusobacterium necrophorum str LS 1264 id GCA 001596485 1
Fusobacterium necrophorum str ERR1855541 bin 19 metaWRAP v1 3 MAG id GCA 945873285 1
Fusobacterium necrophorum str SRR5240737 bin 4 metaWRAP v1 3 MAG id GCA 945828425 1
Fusobacterium necrophorum str SUG1073 id GCA 022787675 1
Fusobacterium necrophorum str KG35 id GCA 004134945 1 ||| | | [l NI
Fusobacterium necrophorum str B35 id GCA 000600355 1 (] | [ 1 ]
Fusobacterium necrophorum str B35 id GCA 0008147751 | | I (| ‘I 1 | | |
|

Fusobacterium necrophorum str KG34 id GCA 004134955 1 I ] Il
Fusobacterium necrophorum str DD37 id GCA 018206505 1 []I/] | [ -
Fusobacterium necrophorum str BRON 6 id GCA 030180805 1 | ||| Il [N A 1 1
Fusobacterium necrophorum str BRON 13 id GCA 030180665 1 || | I 1 | 11|
Fusobacterium necrophorum str REFINED METABAT215 TOP10 CONTIGS 1500 ASSEMBLY K77 MERGED Hadza MoBio hadza I L M 10 2632 105 id GCA 934101525 1 | | 1 (| [l 0

|
I
COG20 FUNCTION || |
LI VO A
P 010 T S

CAZyme | UNKNOWN (5622) [l KNOWN (96)
COG20 CATEGORY B KNOWN (2860) | | UNKNOWN (2858

COGQO FUNCTION B KNOWN (2860 UNKNOWN (2858
COGZO PATHWAY - UNKNOWN (5086) B8 KNOWN (632
KEGG BRITE - | UNKNOWN (3835) KNOWN (1883)

KEGG Class  unknown 5392) m known 326

KEGG Module — ynknvown s3s2) m known @26

KOfam  yninown 3s29) m known 188

Pfam g wnown @249 unknown asg)




