
Haemophilus parainfluenzae str M11360 id GCA 003458095 1
Haemophilus parainfluenzae str ATCC 33392 id GCA 000746485 1
Haemophilus parainfluenzae str ATCC 33392 id GCA 000191405 1
Haemophilus parainfluenzae str NCTC 7857 id GCA 900450845 1

Haemophilus parainfluenzae str FDAARGOS 1000 id GCA 016127215 1
Haemophilus parainfluenzae str DSM 8978 id GCA 031191205 1
Haemophilus parainfluenzae str 137 HINF id GCA 001053535 1
Haemophilus parainfluenzae str 174 HPAR id GCA 001055595 1

Haemophilus parainfluenzae str ERR1430547 bin 16 id GCA 905198045 1
Haemophilus parainfluenzae str ERR527209 bin 35 CONCOCT v1 1 MAG id GCA 937966185 1

Haemophilus parainfluenzae str REFINED METABAT215 TOP10 CONTIGS 1500 ASSEMBLY K77 MERGED Nepal MoBio Fiber Hadza Nepal H 3 THA1060YZ 42 id GCA 934277535 1
Haemophilus parainfluenzae str REFINED METABAT215 SUBJECT CONTIGS 1500 ASSEMBLY K77 MERGED Pilot MoBio Fiber C 5 1018 183 id GCA 934274085 1

Haemophilus parainfluenzae str CCUG 58848 id GCA 001679405 1
Haemophilus parainfluenzae str MGYG HGUT 00317 id GCA 902461185 1

Haemophilus parainfluenzae str L3 058 063G1 dasL3 058 063G1 maxbin2 maxbin 008 id GCA 018374465 1
Haemophilus parainfluenzae str 488 HPAR id GCA 001057005 1

Haemophilus parainfluenzae str EL1 id GCA 030144815 1
Haemophilus parainfluenzae str CCUG 62655 id GCA 001679455 1

Haemophilus parainfluenzae str HK2019 id GCA 000261285 1
Haemophilus parainfluenzae str HMSC61B11 id GCA 001838615 1
Haemophilus parainfluenzae str CCUG 62654 id GCA 001679325 1

Haemophilus parainfluenzae str HK262 id GCA 000259485 1
Haemophilus parainfluenzae str COPD 014 E1 O id GCA 009914785 1

Haemophilus parainfluenzae str M27794 id GCA 003390455 1
Haemophilus parainfluenzae str ATCC 9796 id GCA 001680775 1

Haemophilus parainfluenzae str C2005004058 id GCA 003252915 1
Haemophilus parainfluenzae str 167 HINF id GCA 001071575 1
Haemophilus parainfluenzae str M1C116 1 id GCA 014982375 1

Haemophilus parainfluenzae str C2004002727 id GCA 003252885 1
Haemophilus parainfluenzae str SRR9217492 mag bin 14 id GCA 905373805 1

Haemophilus parainfluenzae str UMB0748 id GCA 002884755 1
Haemophilus parainfluenzae str L3 133 000G1 dasL3 133 000G1 concoct 17 id GCA 018365435 1

Haemophilus parainfluenzae str MGYG HGUT 03126 id GCA 902482785 1
Haemophilus parainfluenzae str M1C137 2 id GCA 014931395 1

Haemophilus parainfluenzae str SRR1952507 bin 57 CONCOCT v1 1 MAG id GCA 937890275 1
Haemophilus parainfluenzae str UMB1048 id GCA 030218125 1

Haemophilus parainfluenzae str T3T1 id GCA 000210895 1
Haemophilus parainfluenzae str PT11747 id GCA 026155825 1

Haemophilus parainfluenzae str M1C152 1 id GCA 014931295 1
Haemophilus parainfluenzae str 215035 2 ISO5 id GCA 001279145 1

Haemophilus parainfluenzae str M1C160 1 id GCA 014931275 1
Haemophilus parainfluenzae str MGYG HGUT 02634 id GCA 902477875 1

Haemophilus parainfluenzae str HMSC71H05 id GCA 001838635 1
Haemophilus parainfluenzae str L2 023 068G1 dasL2 023 068G1 metabat metabat 4 id GCA 018382395 1

Haemophilus parainfluenzae str 209 HPAR id GCA 001055885 1
Haemophilus parainfluenzae str M1C120 2 id GCA 014931455 1
Haemophilus parainfluenzae str M1C125 4 id GCA 014931435 1
Haemophilus parainfluenzae str M1C130 2 id GCA 014931415 1

Haemophilus parainfluenzae str C2008001710 id GCA 003252775 1
Haemophilus parainfluenzae str CCUG 60358 id GCA 001679485 1

Haemophilus parainfluenzae str HMSC066D02 id GCA 001810545 1
Haemophilus parainfluenzae str HMSC066D03 id GCA 001811025 1

Haemophilus parainfluenzae str M1C111 2 id GCA 014982385 1
Haemophilus parainfluenzae str M1C147 1 id GCA 014931335 1
Haemophilus parainfluenzae str M1C149 1 id GCA 014931315 1
Haemophilus parainfluenzae str M1C113 1 id GCA 014931475 1
Haemophilus parainfluenzae str 432 HPAR id GCA 001055095 1
Haemophilus parainfluenzae str M1C142 1 id GCA 014931375 1

Haemophilus parainfluenzae str HMSC061E01 id GCA 001810345 1
Haemophilus parainfluenzae str L1 008 241G1 dasL1 008 241G1 concoct 7 id GCA 018378435 1

Haemophilus parainfluenzae str L3 105 085G1 dasL3 105 085G1 maxbin2 maxbin 015 id GCA 018369275 1
Haemophilus parainfluenzae str 146 HPAR id GCA 001053575 1

Haemophilus parainfluenzae str ERR1190737 bin 22 id GCA 905197735 1
Haemophilus parainfluenzae str SRR2240958 bin 36 CONCOCT v1 1 MAG id GCA 937875925 1

Haemophilus parainfluenzae str C2004000280 id GCA 003252725 1
Haemophilus parainfluenzae str SRR16280069 bin 10 MetaWRAP v1 3 MAG id GCA 959597085 1
Haemophilus parainfluenzae str SRR22541670 bin 5 MetaWRAP v1 3 MAG id GCA 958434595 1

Haemophilus parainfluenzae str 901 HPAR id GCA 001059815 1
Haemophilus parainfluenzae str ERR1995237 bin 21 CONCOCT v1 1 MAG id GCA 937989655 1

Haemophilus parainfluenzae str L3 098 000G1 dasL3 098 000G1 concoct 179 id GCA 018366855 1
Haemophilus parainfluenzae str M1C146 1 id GCA 014931355 1

Haemophilus parainfluenzae str L3 082 243G1 dasL3 082 243G1 concoct 21 id GCA 018373115 1
Haemophilus parainfluenzae str MGYG HGUT 01088 id GCA 902468925 1

Haemophilus parainfluenzae str JCVI 38 bin 18 id GCA 015255005 1
Haemophilus parainfluenzae str HMSC068C11 id GCA 001815355 1
Haemophilus parainfluenzae str C2004002729 id GCA 003252795 1

Haemophilus parainfluenzae str REFINED METABAT215 TOP10 CONTIGS 1500 ASSEMBLY K77 MERGED Hadza MoBio hadza E H A 2 1814 24 id GCA 934271155 1
Haemophilus parainfluenzae str SZY H51 id GCA 030405845 1

Haemophilus parainfluenzae str SRR16916864 bin 5 metaWRAP v1 3 MAG id GCA 946998075 1
Haemophilus parainfluenzae str SRR17635632 bin 4 metaWRAP v1 3 MAG id GCA 947253865 1

Haemophilus parainfluenzae str LC 1315 18 id GCA 004104465 2
Haemophilus parainfluenzae str MGYG HGUT 03118 id GCA 902482565 1

Haemophilus parainfluenzae str 1209 HPAR id GCA 001053035 1
Haemophilus parainfluenzae str NCTC10665 id GCA 900638025 1

Haemophilus parainfluenzae str 777 HPAR id GCA 001058435 1
Haemophilus parainfluenzae str 781 HINF id GCA 001059125 1
Haemophilus parainfluenzae str 155 HPAR id GCA 001054475 1
Haemophilus parainfluenzae str 156 HINF id GCA 001054455 1
Haemophilus parainfluenzae str 159 HINF id GCA 001055565 1

Haemophilus parainfluenzae str 1128 HPAR id GCA 001053915 1
Haemophilus parainfluenzae str C2009038101 id GCA 003253055 1
Haemophilus parainfluenzae str HMSC073C03 id GCA 001814055 1

Haemophilus parainfluenzae str SRR2047620 bin 6 CONCOCT v1 1 MAG id GCA 937945075 1
Haemophilus parainfluenzae str C2008003258 id GCA 003253005 1
Haemophilus parainfluenzae str C2011020591 id GCA 003253085 1

Haemophilus parainfluenzae str NCTC10672 id GCA 900450995 1
Haemophilus parainfluenzae str Haemophilus parainfluenzae BgEED17 id GCA 901873375 1

Haemophilus parainfluenzae str 60884 B Hi 2 id GCA 001949895 1
Haemophilus parainfluenzae str 65114 B Hi 3 id GCA 001949885 1

COG20 FUNCTION
KOfam

Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Haemophilu... none 45 0 1

Haemophilu... none 45 0 1

Haemophilu... none 45 0 1

Haemophilu... none 45 0 1

Haemophilu... none 45 0 1

Haemophilu... none 45 0 1

Haemophilu... none 45 0 1

Haemophilu... none 45 0 1

Haemophilu... none 45 0 1

Haemophilu... none 45 0 1

Haemophilu... none 45 0 1

Haemophilu... none 45 0 1

Haemophilu... none 45 0 1

Haemophilu... none 45 0 1

Haemophilu... none 45 0 1

Haemophilu... none 45 0 1

Haemophilu... none 45 0 1

Haemophilu... none 45 0 1

Haemophilu... none 45 0 1

Haemophilu... none 45 0 1

Haemophilu... none 45 0 1

Haemophilu... none 45 0 1

Haemophilu... none 45 0 1

Haemophilu... none 45 0 1

Haemophilu... none 45 0 1

Haemophilu... none 45 0 1

Haemophilu... none 45 0 1

Haemophilu... none 45 0 1

Haemophilu... none 45 0 1

Haemophilu... none 45 0 1

Haemophilu... none 45 0 1

Haemophilu... none 45 0 1

Haemophilu... none 45 0 1

Haemophilu... none 45 0 1

Haemophilu... none 45 0 1

Haemophilu... none 45 0 1

Haemophilu... none 45 0 1

Haemophilu... none 45 0 1

Haemophilu... none 45 0 1

Haemophilu... none 45 0 1

Haemophilu... none 45 0 1

Haemophilu... none 45 0 1

Haemophilu... none 45 0 1

Haemophilu... none 45 0 1

Haemophilu... none 45 0 1

Haemophilu... none 45 0 1

Haemophilu... none 45 0 1

Haemophilu... none 45 0 1

Haemophilu... none 45 0 1

Haemophilu... none 45 0 1

Haemophilu... none 45 0 1

Haemophilu... none 45 0 1

Haemophilu... none 45 0 1

Haemophilu... none 45 0 1

Haemophilu... none 45 0 1

Haemophilu... none 45 0 1

Haemophilu... none 45 0 1

Haemophilu... none 45 0 1

Haemophilu... none 45 0 1

Haemophilu... none 45 0 1

Haemophilu... none 45 0 1

Haemophilu... none 45 0 1

Haemophilu... none 45 0 1

Haemophilu... none 45 0 1

Haemophilu... none 45 0 1

Haemophilu... none 45 0 1

Haemophilu... none 45 0 1

Haemophilu... none 45 0 1

Haemophilu... none 45 0 1

Haemophilu... none 45 0 1

Haemophilu... none 45 0 1

Haemophilu... none 45 0 1

Haemophilu... none 45 0 1

Haemophilu... none 45 0 1

Haemophilu... none 45 0 1

Haemophilu... none 45 0 1

Haemophilu... none 45 0 1

Haemophilu... none 45 0 1

Haemophilu... none 45 0 1

Haemophilu... none 45 0 1

Haemophilu... none 45 0 1

Haemophilu... none 45 0 1

Haemophilu... none 45 0 1

Haemophilu... none 45 0 1

Haemophilu... none 45 0 1

Haemophilu... none 45 0 1

Haemophilu... none 45 0 1

Haemophilu... none 45 0 1

Haemophilu... none 45 0 1

Haemophilu... none 45 0 1

Haemophilu... none 45 0 1

Haemophilu... none 45 0 1

Haemophilu... none 45 0 1

Haemophilu... none 45 0 1

Haemophilu... none 45 0 1

Haemophilu... none 45 0 1

Haemophilu... none 45 0 1

Haemophilu... none 45 0 1

Haemophilu... none 45 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 43

num_genes_... sqrt 0 0 17.1464

num_genome... none 0 0 99

Haemophilus parainfluenzae HMT 718
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (6134) KNOWN (164)CAZyme

KNOWN (3440) UNKNOWN (2858)COG20 CATEGORY

KNOWN (3440) UNKNOWN (2858)COG20 FUNCTION

UNKNOWN (5635) KNOWN (663)COG20 PATHWAY

UNKNOWN (3926) KNOWN (2372)KEGG BRITE

UNKNOWN (5931) KNOWN (367)KEGG Class

UNKNOWN (5931) KNOWN (367)KEGG Module

UNKNOWN (3920) KNOWN (2378)KOfam

KNOWN (3931) UNKNOWN (2367)Pfam


