
Treponema pectinovorum str ATCC 700769 id GCA 900573895 1
Treponema pectinovorum str Marseille 3 CSURP7641 id GCA 900497595 1
Treponema pectinovorum str Marseille 1 CSURP6641 id GCA 900566195 1
Treponema pectinovorum str Marseille 2 CSURP6642 id GCA 900497565 1
Treponema pectinovorum str Marseille 4 CSURP7639 id GCA 900497585 1

COG20 FUNCTION
KOfam

Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Treponema_... none 180 0 1

Treponema_... none 180 0 1

Treponema_... none 180 0 1

Treponema_... none 180 0 1

Treponema_... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 4

num_genes_... sqrt 0 0 4.2426

num_genome... none 0 0 5

Treponema pectinovorum HMT 725
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (2164) KNOWN (74)CAZyme

KNOWN (1542) UNKNOWN (696)COG20 CATEGORY

KNOWN (1542) UNKNOWN (696)COG20 FUNCTION

UNKNOWN (1837) KNOWN (401)COG20 PATHWAY

UNKNOWN (1141) KNOWN (1097)KEGG BRITE

UNKNOWN (2033) KNOWN (205)KEGG Class

UNKNOWN (2033) KNOWN (205)KEGG Module

UNKNOWN (1140) KNOWN (1098)KOfam

KNOWN (1693) UNKNOWN (545)Pfam


