Peptostireptococcaceae Go eubacterium saphenum HIVIT 799

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

i |
Peptostreptococcaceae G5 Eubacterium saphenum str SRR9217404 mag bin 16 id GCA 905372295 1 I | _jj

Peptostreptococcaceae G5 Eubacterium saphenum str ATCC 49989 id GCA 000161975 1 -

Peptostreptococcaceae G5 Eubacterium saphenum str ERR589642 bin 33 CONCOCT v1 1 MAG id GCA 938044195 1 -
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CAZyme UNKNOWN (1002) [l KNOWN (7)
COG20 CATEGORY B KNOWN (815) | | UNKNOWN (194)

COGZO FU NCTION B KNOWN (815) UNKNOWN (194)
COGZO PATHWAY UNKNOWN (687) Bl KNOWN (322)
KEGG BRITE B KNOWN (661) UNKNOWN (348)

KEGG Class  unkvown (874) [l KNOWN (135)

KEGG Module UNKNOWN (874) Jll KNOWN (135)

KOfam B KNOWN (662) | | UNKNOWN (347)

Pfam g known ese)  unknown (150




