Campylobacter showae AV 763

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

Campylobacter showae str B91 SCBr id GCA 900573945 1 .
Campylobacter showae str B91 SC id GCA 9006997851 [} B
Campylobacter showae str B91 TPP id GCA 900573955 1 \ - l
Campylobacter showae str 129 MSG id GCA 9005739951 || ||
Campylobacter showae str 129 VTPPs id GCA 9005739751 || Il I}
Campylobacter showae str ERR589686 bin 50 CONCOCT v1 1 MAG id GCA 937924935 L[| | |1l |}

Campylobacter showae str B32 SW id GCA 9005739251 | [I| i 1 H
Campylobacter showae str CSUNSWCD id GCA 000313615 1 IH || I ‘l III_
Campylobacter showae str ATCC 51146 id GCA 004803815 1 I I\ | | ‘ . HII_

Campylobacter showae str RM3277 id GCA 000175655 1 ] | || N |

Campylobacter showae str CAM id GCA 900573985 1 | ]|l 1
Campylobacter showae str CC57C id GCA 000344295 2 ||| (|| NI Il - N |
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CAZyme " | UNKNOWN (3745) [l KNOWN (50)
COG20 CATEGORY B KNOWN (2039) | | UNKNOWN (1756)

COGZO FU NCTION B KNOWN (2039) UNKNOWN (1756)
COGZO PATHWAY UNKNOWN (3279) B KNOWN (516)
KEGG BRITE UNKNOWN (2326) Bl KNOWN (1469)

KEGG Class  ynknown @so0 B KNOWN (295)

KEGG Module - jnnown @500 @ known o5

KOfam UNKNOWN (2321) ] KNOWN (1474)

Pfam g wnown @saz)  unknown (1463




