
Veillonella sp HMT 780 str CHU594 id GCA 003992265 1
Veillonella sp HMT 780 str 3627 id GCA 003992195 1

Veillonella sp HMT 780 str SRR1952502 bin 2 CONCOCT v1 1 MAG id GCA 937893325 1
Veillonella sp HMT 780 str DNF00869 id GCA 001553345 1

Veillonella sp HMT 780 str F0422 id GCA 000221605 2
Veillonella sp HMT 780 str VA141 id GCA 003992175 1
Veillonella sp HMT 780 str 3913 id GCA 003992235 1

Veillonella sp HMT 780 str L2 013 000G1 dasL2 013 000G1 metabat metabat 46 sub id GCA 018378165 1
Veillonella sp HMT 780 str CNR 79 14 id GCA 003992185 1

Veillonella sp HMT 780 str MGYG HGUT 01066 id GCA 902468745 1
COG20 FUNCTION

KOfam
Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Veillonell... none 180 0 1

Veillonell... none 180 0 1

Veillonell... none 180 0 1

Veillonell... none 180 0 1

Veillonell... none 180 0 1

Veillonell... none 180 0 1

Veillonell... none 180 0 1

Veillonell... none 180 0 1

Veillonell... none 180 0 1

Veillonell... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 7

num_genes_... sqrt 0 0 6.1644

num_genome... none 0 0 10

Veillonella sp HMT 780 HMT 780
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (2385) KNOWN (38)CAZyme

KNOWN (1643) UNKNOWN (780)COG20 CATEGORY

KNOWN (1644) UNKNOWN (779)COG20 FUNCTION

UNKNOWN (1922) KNOWN (501)COG20 PATHWAY

KNOWN (1225) UNKNOWN (1198)KEGG BRITE

UNKNOWN (2127) KNOWN (296)KEGG Class

UNKNOWN (2127) KNOWN (296)KEGG Module

KNOWN (1230) UNKNOWN (1193)KOfam

KNOWN (1799) UNKNOWN (624)Pfam


