
Moraxella catarrhalis str 64 108 1 id GCA 009378535 1
Moraxella catarrhalis str CCUG 58286 id GCA 001679075 1

Moraxella catarrhalis str 4737718Q id GCA 009378055 1
Moraxella catarrhalis str COPD M49 id GCA 003626335 1

Moraxella catarrhalis str F18 id GCA 001656095 1
Moraxella catarrhalis str N1 id GCA 001656475 1

Moraxella catarrhalis str N12 id GCA 001656455 1
Moraxella catarrhalis str Z18 id GCA 001656255 1

Moraxella catarrhalis str 3753746B id GCA 009378915 1
Moraxella catarrhalis str NCTC3622 id GCA 900453095 1

Moraxella catarrhalis str COPD M112 id GCA 003626005 1
Moraxella catarrhalis str COPD M88 id GCA 003626115 1

Moraxella catarrhalis str A9 id GCA 001656115 1
Moraxella catarrhalis str T6 id GCA 009378035 1

Moraxella catarrhalis str 2046210Y id GCA 009379215 1
Moraxella catarrhalis str 25240 id GCA 000740455 1

Moraxella catarrhalis str FDAARGOS 304 id GCA 002984125 1
Moraxella catarrhalis str 46P58B1 id GCA 003971325 1

Moraxella catarrhalis str COPD M127 id GCA 003625535 1
Moraxella catarrhalis str 5P54B2 id GCA 003985315 1
Moraxella catarrhalis str 5P47B2 id GCA 003971365 1

Moraxella catarrhalis str P17N id GCA 022341345 1
Moraxella catarrhalis str 1583718S id GCA 009379395 1
Moraxella catarrhalis str 5267783B id GCA 009378595 1

Moraxella catarrhalis str COPD M100 id GCA 003625605 1
Moraxella catarrhalis str COPD M97 id GCA 003625615 1
Moraxella catarrhalis str 4789849F id GCA 009378825 1

Moraxella catarrhalis str CCUG 18283 id GCA 001679105 1
Moraxella catarrhalis str COPD M76 id GCA 003626185 1
Moraxella catarrhalis str COPD M19 id GCA 003625775 1
Moraxella catarrhalis str COPD M73 id GCA 003626215 1
Moraxella catarrhalis str COPD M82 id GCA 003626155 1

Moraxella catarrhalis str CCRI 195ME id GCA 002080125 1
Moraxella catarrhalis str 41 539 1 id GCA 009378835 1

Moraxella catarrhalis str 5008863L id GCA 009378755 1
Moraxella catarrhalis str COPD M46 id GCA 003626375 1
Moraxella catarrhalis str COPD M40 id GCA 003626415 1
Moraxella catarrhalis str COPD M47 id GCA 003626355 1

Moraxella catarrhalis str ATCC43617a id GCA 009378275 1
Moraxella catarrhalis str 2023641W id GCA 009379265 1

Moraxella catarrhalis str 7169 id GCA 000192905 2
Moraxella catarrhalis str 173P27B1 id GCA 003985305 1
Moraxella catarrhalis str 173P31B1 id GCA 003985335 1
Moraxella catarrhalis str 78 191 1 id GCA 009378425 1

Moraxella catarrhalis str CO72 id GCA 000193045 2
Moraxella catarrhalis str 102 402 3 id GCA 009379655 1
Moraxella catarrhalis str 39 355 1 id GCA 009378895 1

Moraxella catarrhalis str 5550565E id GCA 009378585 1
Moraxella catarrhalis str COPD M130 id GCA 003625935 1

Moraxella catarrhalis str A16 id GCA 009378245 1
Moraxella catarrhalis str BE4L id GCA 009378215 1

Moraxella catarrhalis str 101P30B1 id GCA 000193065 2
Moraxella catarrhalis str T12 id GCA 009378105 1

Moraxella catarrhalis str CCUG 353 id GCA 001632285 1
Moraxella catarrhalis str FDAARGOS 213 id GCA 002073215 2

Moraxella catarrhalis str NCTC11020 id GCA 900476075 1
Moraxella catarrhalis str RSM163 id GCA 028583385 1

Moraxella catarrhalis str 107 374 3 id GCA 009379565 1
Moraxella catarrhalis str 25239 id GCA 000766665 1
Moraxella catarrhalis str RSM43 id GCA 028583345 1

Moraxella catarrhalis str 113 391 3 id GCA 009379475 1
Moraxella catarrhalis str 129 464 4 id GCA 009379425 1
Moraxella catarrhalis str COPD M52 id GCA 003626305 1

Moraxella catarrhalis str MC14 id GCA 028583365 1
Moraxella catarrhalis str COPD M118 id GCA 003625545 1

Moraxella catarrhalis str 1028680K id GCA 009379625 1
Moraxella catarrhalis str RH4 id GCA 000302495 1

Moraxella catarrhalis str 1020848M id GCA 009379685 1
Moraxella catarrhalis str BC8 id GCA 000193025 2

Moraxella catarrhalis str CDPH C53 id GCA 001997265 1
Moraxella catarrhalis str 2047127K id GCA 009379155 1
Moraxella catarrhalis str COPD M1 id GCA 003625895 1

Moraxella catarrhalis str CCUG 57283 id GCA 001679345 1
Moraxella catarrhalis str 74P58B1 id GCA 003971345 1
Moraxella catarrhalis str 74P50B1 id GCA 003971285 1

Moraxella catarrhalis str MC1 id GCA 003443915 1
Moraxella catarrhalis str P12N id GCA 022341385 1
Moraxella catarrhalis str MC6 id GCA 003443955 1
Moraxella catarrhalis str MC8 id GCA 003443975 1

Moraxella catarrhalis str 5 131 1 id GCA 009378725 1
Moraxella catarrhalis str 2019228G id GCA 009379305 1
Moraxella catarrhalis str COPD M85 id GCA 003626105 1

Moraxella catarrhalis str MC5 id GCA 003443935 1
Moraxella catarrhalis str BBH18 id GCA 000092265 1
Moraxella catarrhalis str BBH18 id GCA 009378225 1

Moraxella catarrhalis str COPD M10 id GCA 003625805 1
Moraxella catarrhalis str COPD M67 id GCA 003626235 1
Moraxella catarrhalis str COPD M70 id GCA 003625665 1

Moraxella catarrhalis str MC24 id GCA 009378085 1
Moraxella catarrhalis str 3481088Y id GCA 009378925 1

Moraxella catarrhalis str 23 41 1 id GCA 009379145 1
Moraxella catarrhalis str COPD M106 id GCA 003626055 1

Moraxella catarrhalis str 1034084Q id GCA 009379585 1
Moraxella catarrhalis str 142P87B1 id GCA 003971305 1
Moraxella catarrhalis str 5021466N id GCA 009378645 1
Moraxella catarrhalis str 5021467Y id GCA 009378685 1
Moraxella catarrhalis str 20236154 id GCA 009379715 1
Moraxella catarrhalis str COPD M16 id GCA 003625785 1
Moraxella catarrhalis str 1098655R id GCA 009379515 1
Moraxella catarrhalis str 3331584D id GCA 009379015 1

COG20 FUNCTION
KOfam

Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Moraxella_... none 45 0 1

Moraxella_... none 45 0 1

Moraxella_... none 45 0 1

Moraxella_... none 45 0 1

Moraxella_... none 45 0 1

Moraxella_... none 45 0 1

Moraxella_... none 45 0 1

Moraxella_... none 45 0 1

Moraxella_... none 45 0 1

Moraxella_... none 45 0 1

Moraxella_... none 45 0 1

Moraxella_... none 45 0 1

Moraxella_... none 45 0 1

Moraxella_... none 45 0 1

Moraxella_... none 45 0 1

Moraxella_... none 45 0 1

Moraxella_... none 45 0 1

Moraxella_... none 45 0 1

Moraxella_... none 45 0 1

Moraxella_... none 45 0 1

Moraxella_... none 45 0 1

Moraxella_... none 45 0 1

Moraxella_... none 45 0 1

Moraxella_... none 45 0 1

Moraxella_... none 45 0 1

Moraxella_... none 45 0 1

Moraxella_... none 45 0 1

Moraxella_... none 45 0 1

Moraxella_... none 45 0 1

Moraxella_... none 45 0 1

Moraxella_... none 45 0 1

Moraxella_... none 45 0 1

Moraxella_... none 45 0 1

Moraxella_... none 45 0 1

Moraxella_... none 45 0 1

Moraxella_... none 45 0 1

Moraxella_... none 45 0 1

Moraxella_... none 45 0 1

Moraxella_... none 45 0 1

Moraxella_... none 45 0 1

Moraxella_... none 45 0 1

Moraxella_... none 45 0 1

Moraxella_... none 45 0 1

Moraxella_... none 45 0 1

Moraxella_... none 45 0 1

Moraxella_... none 45 0 1

Moraxella_... none 45 0 1

Moraxella_... none 45 0 1

Moraxella_... none 45 0 1

Moraxella_... none 45 0 1

Moraxella_... none 45 0 1

Moraxella_... none 45 0 1

Moraxella_... none 45 0 1

Moraxella_... none 45 0 1

Moraxella_... none 45 0 1

Moraxella_... none 45 0 1

Moraxella_... none 45 0 1

Moraxella_... none 45 0 1

Moraxella_... none 45 0 1

Moraxella_... none 45 0 1

Moraxella_... none 45 0 1

Moraxella_... none 45 0 1

Moraxella_... none 45 0 1

Moraxella_... none 45 0 1

Moraxella_... none 45 0 1

Moraxella_... none 45 0 1

Moraxella_... none 45 0 1

Moraxella_... none 45 0 1

Moraxella_... none 45 0 1

Moraxella_... none 45 0 1

Moraxella_... none 45 0 1

Moraxella_... none 45 0 1

Moraxella_... none 45 0 1

Moraxella_... none 45 0 1

Moraxella_... none 45 0 1

Moraxella_... none 45 0 1

Moraxella_... none 45 0 1

Moraxella_... none 45 0 1

Moraxella_... none 45 0 1

Moraxella_... none 45 0 1

Moraxella_... none 45 0 1

Moraxella_... none 45 0 1

Moraxella_... none 45 0 1

Moraxella_... none 45 0 1

Moraxella_... none 45 0 1

Moraxella_... none 45 0 1

Moraxella_... none 45 0 1

Moraxella_... none 45 0 1

Moraxella_... none 45 0 1

Moraxella_... none 45 0 1

Moraxella_... none 45 0 1

Moraxella_... none 45 0 1

Moraxella_... none 45 0 1

Moraxella_... none 45 0 1

Moraxella_... none 45 0 1

Moraxella_... none 45 0 1

Moraxella_... none 45 0 1

Moraxella_... none 45 0 1

Moraxella_... none 45 0 1

Moraxella_... none 45 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 8

num_genes_... sqrt 0 0 21.1896

num_genome... none 0 0 100

Moraxella catarrhalis HMT 833
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (3224) KNOWN (32)CAZyme

KNOWN (1921) UNKNOWN (1335)COG20 CATEGORY

KNOWN (1921) UNKNOWN (1335)COG20 FUNCTION

UNKNOWN (2672) KNOWN (584)COG20 PATHWAY

UNKNOWN (1848) KNOWN (1408)KEGG BRITE

UNKNOWN (2910) KNOWN (346)KEGG Class

UNKNOWN (2910) KNOWN (346)KEGG Module

UNKNOWN (1845) KNOWN (1411)KOfam

KNOWN (2085) UNKNOWN (1171)Pfam


