Actinomyces graevenitzil HIVII 806

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

Actinomyces graevenitzii str ICVI 32 bin 45 id GCA 015259495 1 [} [ INNE T | |
Actinomyces graevenitzii str MGYG HGUT 03014 id GcA 902481625 1 ||| | | T || ||
Actinomyces graevenitzii str MGYG HGUT 02941 id GCA 902480825 1 I il B

i
Actinomyces graevenitzii str C83 id GCA 000239695 1 || | 1N 1 (11 | 001 i
Actinomyces graevenitzii str L2 013 000G1 dasL2 013 000G1 concoct 44 sub id GCA 018378275 1 |GGG i

Actinomyces graevenitzii str L3 108 000G1 dasL3 108 000G1 metabat metabat 69 id GCA 018366775 1 ||| il NG | | | [
Actinomyces graevenitzii str DRR046100 mag bin 3 id GCA 905369945 1 |||} TG0 1)) ]
Actinomyces graevenitzii str SRR15235656 bin 17 metaWRAP v1 1 MAG id GCA 916720025 1 [J || GG || W
Actinomyces graevenitzii str ERR589702 bin 71 CONCOCT v1 1 MAG id GCA 938043945 1 [} 11 1111 | HRH B
Actinomyces araeventzii str UMB0286 id GCA 002571975 1 | 11| 1 (111 |
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CAZyme  ynknown 402 B KNOWN (74)
COG20 CATEGORY B KNOWN (1589) | | UNKNOWN (887)

COGZO FU NCTION B KNOWN (1589) | UNKNOWN (887)
COGQO PATHWAY UNKNOWN (2027) Bl KNOWN (449)
KEGG BRITE UNKNOWN (1305) B8 KNOWN (1171)

KEGG ClaSS UNKNOWN (2242) Bl KNOWN (234)

KEGG Module UNKNOWN (2242) [l KNOWN (234)

KOfam UNKNOWN (1300) Jl] KNOWN (1176)

Pfam B KNOWN (1721) | | UNKNOWN (755)




