Streptococcus lactarius HM 1 948

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies
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Streptococcus lactarius str CCUG 66490 id GCA 016642265 1 - . .-
Streptococcus lactarius str CCUG 66490 id GCA 0181277251 - .‘ .-
Streptococcus lactarius str ERR10149265 bin 7 MetaWRAP v1 3 MAG id GCA 959023655 L [[j| | BT
Streptococcus lactarius str L3 098 121G1 dasL3 098 121G1 concoct 11 sub id GCA 0183676051 || | | (eI
Streptococcus lactarius str L3 102 091G1 dasL3 102 091G1 concoct 1 id GCA 018371015 1 |] |||l | 1NN
Streptococcus lactarius str HGM10404 id GCA 900755475 1 ] \II ‘ ‘ || l ||H I|HI
Streptococcus lactarius str UMGS525 id GCA 9005430651 ||| || |} | oy w0 ]
Streptococcus lactarius str MGYG HGUT 01289 id GCA 902373575 1 || [| || B i i
Streptococcus lactarius str IMAU 99161 id GCA 014435245 1 |[|] || B NN
Streptococcus lactarius str REFINED METABAT215 TOP10 CONTIGS 1500 ASSEMBLY K77 MERGED Hadza MoBio hadza EH C 10 1834 5id GCA 9342017151 || [}l W LTI
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CAZyme UNKNOWN (2768) i KNOWN (76)
COG20 CATEGORY B KNOWN (1901) | | UNKNOWN (943)

COGZO FU NCTION B KNOWN (1901) UNKNOWN (943)
COGZO PATHWAY UNKNOWN (2389) Bl KNOWN (455)
KEGG BRITE UNKNOWN (1463) Bl KNOWN (1381)

KEGG CIaSS UNKNOWN (2615) l KNOWN (229)

KEGG Module — jnknown @615 m known 229,

KOfam UNKNOWN (1458) ] KNOWN (1386)

Pfam g inown @110)  uninown (734




