
Streptococcus lactarius str CCUG 66490 id GCA 016642265 1
Streptococcus lactarius str CCUG 66490 id GCA 018127725 1

Streptococcus lactarius str ERR10149265 bin 7 MetaWRAP v1 3 MAG id GCA 959023655 1
Streptococcus lactarius str L3 098 121G1 dasL3 098 121G1 concoct 11 sub id GCA 018367605 1

Streptococcus lactarius str L3 102 091G1 dasL3 102 091G1 concoct 1 id GCA 018371015 1
Streptococcus lactarius str HGM10404 id GCA 900755475 1
Streptococcus lactarius str UMGS525 id GCA 900543065 1

Streptococcus lactarius str MGYG HGUT 01289 id GCA 902373575 1
Streptococcus lactarius str IMAU 99161 id GCA 014435245 1

Streptococcus lactarius str REFINED METABAT215 TOP10 CONTIGS 1500 ASSEMBLY K77 MERGED Hadza MoBio hadza E H C 10 1834 5 id GCA 934201715 1
COG20 FUNCTION

KOfam
Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Streptococ... none 180 0 1

Streptococ... none 180 0 1

Streptococ... none 180 0 1

Streptococ... none 180 0 1

Streptococ... none 180 0 1

Streptococ... none 180 0 1

Streptococ... none 180 0 1

Streptococ... none 180 0 1

Streptococ... none 180 0 1

Streptococ... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 9

num_genes_... sqrt 0 0 7.2111

num_genome... none 0 0 10

Streptococcus lactarius HMT 948
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (2768) KNOWN (76)CAZyme

KNOWN (1901) UNKNOWN (943)COG20 CATEGORY

KNOWN (1901) UNKNOWN (943)COG20 FUNCTION

UNKNOWN (2389) KNOWN (455)COG20 PATHWAY

UNKNOWN (1463) KNOWN (1381)KEGG BRITE

UNKNOWN (2615) KNOWN (229)KEGG Class

UNKNOWN (2615) KNOWN (229)KEGG Module

UNKNOWN (1458) KNOWN (1386)KOfam

KNOWN (2110) UNKNOWN (734)Pfam


