
Acinetobacter radioresistens str CIP 103788 id GCA 000368905 1
Acinetobacter radioresistens str NBRC 102413 id GCA 006757745 1
Acinetobacter radioresistens str DSSKY A 001 id GCA 002993105 1

Acinetobacter radioresistens str Sample9 3 id GCA 029961705 1
Acinetobacter radioresistens str FDAARGOS 731 id GCA 014069095 1

Acinetobacter radioresistens str NIPH 2130 id GCA 000368885 1
Acinetobacter radioresistens str WC A 157 id GCA 000286595 1

Acinetobacter radioresistens str DD78 id GCA 005519305 1
Acinetobacter radioresistens str LH6 id GCA 003258335 1

COG20 FUNCTION
KOfam

Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Acinetobac... none 180 0 1

Acinetobac... none 180 0 1

Acinetobac... none 180 0 1

Acinetobac... none 180 0 1

Acinetobac... none 180 0 1

Acinetobac... none 180 0 1

Acinetobac... none 180 0 1

Acinetobac... none 180 0 1

Acinetobac... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 17

num_genes_... sqrt 0 0 7.6158

num_genome... none 0 0 9

Acinetobacter radioresistens homd HMT 010
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (4128) KNOWN (85)CAZyme

KNOWN (2724) UNKNOWN (1489)COG20 CATEGORY

KNOWN (2724) UNKNOWN (1489)COG20 FUNCTION

UNKNOWN (3483) KNOWN (730)COG20 PATHWAY

KNOWN (2107) UNKNOWN (2106)KEGG BRITE

UNKNOWN (3732) KNOWN (481)KEGG Class

UNKNOWN (3732) KNOWN (481)KEGG Module

KNOWN (2111) UNKNOWN (2102)KOfam

KNOWN (2984) UNKNOWN (1229)Pfam


