
Lactobacillus ultunensis str Kx293C1 id GCA 016647595 1
Lactobacillus ultunensis str DSM 16047 id GCA 001436305 1

Lactobacillus ultunensis str MGYG HGUT 01335 id GCA 902374155 1
Lactobacillus ultunensis str DSM 16047 id GCA 000159415 1

COG20 FUNCTION
KOfam

Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Lactobacil... none 180 0 1

Lactobacil... none 180 0 1

Lactobacil... none 180 0 1

Lactobacil... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 21

num_genes_... sqrt 0 0 5.5678

num_genome... none 0 0 4

Lactobacillus ultunensis homd HMT 461
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (2099) KNOWN (75)CAZyme

KNOWN (1640) UNKNOWN (534)COG20 CATEGORY

KNOWN (1640) UNKNOWN (534)COG20 FUNCTION

UNKNOWN (1796) KNOWN (378)COG20 PATHWAY

KNOWN (1228) UNKNOWN (946)KEGG BRITE

UNKNOWN (1997) KNOWN (177)KEGG Class

UNKNOWN (1997) KNOWN (177)KEGG Module

KNOWN (1230) UNKNOWN (944)KOfam

KNOWN (1755) UNKNOWN (419)Pfam


