
Peptoanaerobacter margaretiae str ATCC 43714 id GCA 900167215 1
Peptoanaerobacter margaretiae str AS15 id GCA 000287695 1

Peptoanaerobacter margaretiae str ATCC 43715 id GCA 000146855 1
COG20 FUNCTION

KOfam
Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Peptoanaer... none 180 0 1

Peptoanaer... none 180 0 1

Peptoanaer... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 12

num_genes_... sqrt 0 0 5.4772

num_genome... none 0 0 3

Peptoanaerobacter margaretiae homd HMT 796
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (2516) KNOWN (52)CAZyme

KNOWN (1881) UNKNOWN (687)COG20 CATEGORY

KNOWN (1882) UNKNOWN (686)COG20 FUNCTION

UNKNOWN (2051) KNOWN (517)COG20 PATHWAY

KNOWN (1383) UNKNOWN (1185)KEGG BRITE

UNKNOWN (2302) KNOWN (266)KEGG Class

UNKNOWN (2302) KNOWN (266)KEGG Module

KNOWN (1387) UNKNOWN (1181)KOfam

KNOWN (2037) UNKNOWN (531)Pfam


