
Proteus mirabilis str PmBC1123 id GCA 003855615 1
Proteus mirabilis str S74 1 2 id GCA 013357445 1

Proteus mirabilis str PM52260 id GCA 016939715 1
Proteus mirabilis str T21 id GCA 002310875 1

Proteus mirabilis str AR 0059 id GCA 002055685 1
Proteus mirabilis str ATCC 29906 id GCA 000160755 1
Proteus mirabilis str SWHIN 109 id GCA 022354605 1

Proteus mirabilis str BB2000 id GCA 000444425 1
Proteus mirabilis str T1010 id GCA 023093855 1

COG20 FUNCTION
KOfam

Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Proteus_mi... none 180 0 1

Proteus_mi... none 180 0 1

Proteus_mi... none 180 0 1

Proteus_mi... none 180 0 1

Proteus_mi... none 180 0 1

Proteus_mi... none 180 0 1

Proteus_mi... none 180 0 1

Proteus_mi... none 180 0 1

Proteus_mi... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 14

num_genes_... sqrt 0 0 9.2736

num_genome... none 0 0 9

Proteus mirabilis homd HMT 676
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (5309) KNOWN (117)CAZyme

KNOWN (3629) UNKNOWN (1797)COG20 CATEGORY

KNOWN (3629) UNKNOWN (1797)COG20 FUNCTION

UNKNOWN (4661) KNOWN (765)COG20 PATHWAY

KNOWN (2914) UNKNOWN (2512)KEGG BRITE

UNKNOWN (4926) KNOWN (500)KEGG Class

UNKNOWN (4926) KNOWN (500)KEGG Module

KNOWN (2922) UNKNOWN (2504)KOfam

KNOWN (4061) UNKNOWN (1365)Pfam


