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ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

Proteus mirabilis str PmBC1123 id GCA 003855615 1 | | |1 | I H |1
Proteus mirabilis str $74 1 2 id GCA 0133574451 | [{l|]| |} B "R
Proteus mirabilis str PM52260 id GCA 0169397151 ||| |} B N
Proteus mirabilis str T21 id GCA 002310875 1 II | I -II I._
Proteus mirabilis str AR 0059 id GCA 002055685 1 || ]Il B awyr ]

Proteus mirabilis str ATCC 29906 id GCA 000160755 1| |[] [ ey

Proteus mirabilis str SWHIN 109 id GCA 022354605 1 || ||| || .y

Proteus mirabilis str BB2000 id GCA 000444425 1 I I I |‘ ’I I_
Proteus mirabilis str T1010 id GCA 023093855 1 |||/ I IR
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CAZyme  |nnown (5309) Jll KNOWN (117)
COG20 CATEGORY B KNOWN (3629) | UNKNOWN (1797)

COGZO FU NCTION B KNOWN (3629) UNKNOWN (1797)
COGZO PATHWAY UNKNOWN (4661) Bl KNOWN (765)
KEGG BRITE B KNOWN (2914) UNKNOWN (2512)

KEGG Class  unknown 4s26) m known soo)

KEGG Module UNKNOWN (4926) [l KNOWN (500)

KOfam g known @22y uninown 2504

Pfam

I KNOWN (4061) | | UNKNOWN (1365)




