
Pseudomonas oleovorans str NBRC 13583 id GCA 002091815 1
Pseudomonas oleovorans str DSM 1045 id GCA 002197815 1

Pseudomonas oleovorans str NCTC10692 id GCA 900455615 1
Pseudomonas oleovorans str MSPm1 id GCA 014109765 1

Pseudomonas oleovorans str GD03704 id GCA 029843895 1
Pseudomonas oleovorans str GD04132 id GCA 029814875 1

Pseudomonas oleovorans str phDV1 id GCA 003408635 1
Pseudomonas oleovorans str CECT5344 id GCA 000297075 2

Pseudomonas oleovorans str na id GCA 000953455 1
COG20 FUNCTION

KOfam
Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Pseudomona... none 180 0 1

Pseudomona... none 180 0 1

Pseudomona... none 180 0 1

Pseudomona... none 180 0 1

Pseudomona... none 180 0 1

Pseudomona... none 180 0 1

Pseudomona... none 180 0 1

Pseudomona... none 180 0 1

Pseudomona... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 19

num_genes_... sqrt 0 0 10.1980

num_genome... none 0 0 9

Pseudomonas oleovorans homd HMT 740
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (7607) KNOWN (129)CAZyme

KNOWN (5650) UNKNOWN (2086)COG20 CATEGORY

KNOWN (5650) UNKNOWN (2086)COG20 FUNCTION

UNKNOWN (6582) KNOWN (1154)COG20 PATHWAY

KNOWN (4137) UNKNOWN (3599)KEGG BRITE

UNKNOWN (6972) KNOWN (764)KEGG Class

UNKNOWN (6972) KNOWN (764)KEGG Module

KNOWN (4147) UNKNOWN (3589)KOfam

KNOWN (6031) UNKNOWN (1705)Pfam


