Saccharimonadales F2 G1 HVIT 980 989

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

Saccharimonadales F2 G1 bacterium HMT 986 str JGI 0001002 L20 id GCA 000463895 2 || GG

Saccharimonadales F2 G1 bacterium HMT 989 str RAAC3 TM7 1 id GCA 000503915 1
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CAZyme UNKNOWN (1424) [ll KNOWN (43)
COG20 CATEGORY B KNOWN (836) | | UNKNOWN (631)

COGZO FU NCTION B KNOWN (836) UNKNOWN (631)
COGZO PATHWAY UNKNOWN (1250) 8 KNOWN (217)
KEGG BRITE UNKNOWN (948) B KNOWN (519)

KEGG Class UNKNOWN (1403) [l KNOWN (64)

KEGG Module UNKNOWN (1403) [l KNOWN (64)

KOfam  ynknvown @47, B KNOWN (520)

Pfam g «nvownss7)  unknown sso)




