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ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

Staphylococcus pasteuri str FDAARGOS 1070 id GCA 016751935 1| || |}

Staphylococcus pasteuri str FDAARGOS 1151 id GCA 016725285 1 . I II“.I\_
Staphylococcus pasteuri str FDAARGOS 1206 id GCA 0168886051 || | .
Staphylococcus pasteuri str DSM 10656 id GCA 0039704951 | || 11
Staphylococcus pasteuri str FDAARGOS 1069 id GCA 0165997951 | | 11l
staphylococcus pasteuri str PPEOT1 id GcA 026636275 1 | [[| [l 111 ||
Staphylococcus pasteuri str JS7 id GCA 002442915 1] | 9o
Staphylococcus pasteuri str FDAARGOS 1152 id GCA 016725205 1 ||| I ||I|N||H|IHI‘|_
Staphylococcus pasteuri str 3C id GCA 0078148251 | ||| NN

Staphylococcus pasteuri str IVB6198 id GCA 0255583851 || || | I
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CAZyme  |nnown (2917) [l KNOWN (57)
COG20 CATEGORY B KNOWN (2184) | | UNKNOWN (790)

COGZO FU NCTION B KNOWN (2184) UNKNOWN (790)
COGQO PATHWAY UNKNOWN (2364) l KNOWN (610)
KEGG BRITE B KNOWN (1661) UNKNOWN (1313)

KEGG ClaSS UNKNOWN (2598) B KNOWN (376)

KEGG Module  jnknvown @ses I KNOWN (376)

KOfam B KNOWN (1664) | | UNKNOWN (1310)

Pfam g knvown ea7e)  unknown e




