
Staphylococcus pettenkoferi str NSP019P id GCA 026660275 1
Staphylococcus pettenkoferi str CCUG 51270 id GCA 002902685 1

Staphylococcus pettenkoferi str FDAARGOS 1071 id GCA 016127935 1
Staphylococcus pettenkoferi str K49 2 id GCA 019731485 1

Staphylococcus pettenkoferi str UMB0834 id GCA 002884615 1
Staphylococcus pettenkoferi str NSP002H id GCA 026659935 1
Staphylococcus pettenkoferi str NSP021P id GCA 026660155 1

Staphylococcus pettenkoferi str UMB0889A id GCA 030218345 1
Staphylococcus pettenkoferi str FDAARGOS 288 id GCA 002208805 2

Staphylococcus pettenkoferi str NSP001H id GCA 026659915 1
COG20 FUNCTION

KOfam
Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Staphyloco... none 180 0 1

Staphyloco... none 180 0 1

Staphyloco... none 180 0 1

Staphyloco... none 180 0 1

Staphyloco... none 180 0 1

Staphyloco... none 180 0 1

Staphyloco... none 180 0 1

Staphyloco... none 180 0 1

Staphyloco... none 180 0 1

Staphyloco... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 12

num_genes_... sqrt 0 0 5.5678

num_genome... none 0 0 10

Staphylococcus pettenkoferi homd HMT 142
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (2959) KNOWN (54)CAZyme

KNOWN (2108) UNKNOWN (905)COG20 CATEGORY

KNOWN (2108) UNKNOWN (905)COG20 FUNCTION

UNKNOWN (2428) KNOWN (585)COG20 PATHWAY

KNOWN (1595) UNKNOWN (1418)KEGG BRITE

UNKNOWN (2662) KNOWN (351)KEGG Class

UNKNOWN (2662) KNOWN (351)KEGG Module

KNOWN (1600) UNKNOWN (1413)KOfam

KNOWN (2320) UNKNOWN (693)Pfam


