Staphylococcus pettenkoteri noma AMI1T 142

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

Staphylococcus pettenkoferi str NSPO19P id GCA 026660275 1 ._‘ .“ .H
Staphylococcus pettenkoferi str CCUG 51270 id GcA 002902685 1 | [ N N AN AN BB | 1 ]
Staphylococcus pettenkoferi str FDAARGOS 1071 id GCA 016127935 1 ._ .‘ Ill ‘
Staphylococcus pettenkoferi str K49 2 id GCA 019731485 1 |I| ‘I‘_“I I‘I‘ |“| I
Staphylococcus pettenkoferi str UMB0834 id GCA 002884615 1 |I|I|_HI I |IH‘ I I
Staphylococcus pettenkoferi str NSPOO2H id GCA 026659935 1 .‘ II_” I |I ‘Il
Staphylococcus pettenkoferi str NSPO21P id GCA 026660155 1 II |II_||‘I ‘ | ‘I |”
Staphylococcus pettenkoferi str UMBO889A id GCA 030218345 1 || IHI _l‘ I I‘ | mlHl -
Staphylococcus pettenkoferi str FDAARGOS 288 id GcA 002208205 2 | [ [ N G GGG | (1 1] ]

COG20 FUN CTION | I T O P 3 TV EFZErTE
KO farm | T E T P v EETE e -1
SET R [ LRI L D T T L TR O R T T

Staphylococcus pettenkoferi str NSPOO1TH id GCA 026659915 1 IH I

CAZyme  unknown (2059) i KNOWN (54
COG20 CATEGORY g known 108 unknown @05

COGZO FU NCTION B KNOWN (2108) UNKNOWN (905)
COGQO PATHWAY UNKNOWN (2428) l KNOWN (585)
KEGG BRITE B KNOWN (1595) UNKNOWN (1418)

KEGG ClaSS UNKNOWN (2662) l KNOWN (351)

KEGG Module  ynknvown (2662) ] KNOWN (351)

KOfam I KNOWN (1600) | UNKNOWN (1413)

Pfam g known @seo)  unknown o3,




