
Stenotrophomonas maltophilia str ATCC 13637 id GCA 001997185 1
Stenotrophomonas maltophilia str NBRC 14161 id GCA 001591205 1

Stenotrophomonas maltophilia str CGMCC 1 1788 id GCA 025617355 1
Stenotrophomonas maltophilia str NCTC10257 id GCA 900186865 1

Stenotrophomonas maltophilia str SJTL3 id GCA 003205835 1
Stenotrophomonas maltophilia str R551 3 id GCA 000020665 1

Stenotrophomonas maltophilia str X28 id GCA 006974125 1
Stenotrophomonas maltophilia str ASS1 id GCA 004346925 1

Stenotrophomonas maltophilia str OUC Est10 id GCA 002138415 1
COG20 FUNCTION

KOfam
Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Stenotroph... none 180 0 1

Stenotroph... none 180 0 1

Stenotroph... none 180 0 1

Stenotroph... none 180 0 1

Stenotroph... none 180 0 1

Stenotroph... none 180 0 1

Stenotroph... none 180 0 1

Stenotroph... none 180 0 1

Stenotroph... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 12

num_genes_... sqrt 0 0 6.7082

num_genome... none 0 0 9

Stenotrophomonas maltophilia homd HMT 663
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (6129) KNOWN (155)CAZyme

KNOWN (4216) UNKNOWN (2068)COG20 CATEGORY

KNOWN (4216) UNKNOWN (2068)COG20 FUNCTION

UNKNOWN (5484) KNOWN (800)COG20 PATHWAY

UNKNOWN (3317) KNOWN (2967)KEGG BRITE

UNKNOWN (5735) KNOWN (549)KEGG Class

UNKNOWN (5735) KNOWN (549)KEGG Module

UNKNOWN (3310) KNOWN (2974)KOfam

KNOWN (4595) UNKNOWN (1689)Pfam


