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Stenotrophomonas nitritireducens str 2001 id GCA 001700965 1 I _
Stenotrophomonas nitritireducens str YM1 id GCA 001562215 1 I _\
Stenotrophomonas nitritireducens str DSM 12575 id GCA 001431425 1 |||_ _| I .
Stenotrophomonas nitritireducens str Leaf70 id GCA 001422025 1 I“__ I I
Stenotrophomonas nitritireducens str PS02297 id GCA 029959705 1 | |_l

Stenotrophomonas nitritireducens str SCN18 137 16 R1 B 68 91 id GCA 017304535 1 HI \I
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CAZyme  ynnown (sasg B KNOWN (166)
COG20 CATEGORY B KNOWN (3987) | | UNKNOWN (1513)

COGZO FU NCTION B KNOWN (3987) UNKNOWN (1513)
COGQO PATHWAY UNKNOWN (4702) B KNOWN (798)
KEGG BRITE B KNOWN (2920) UNKNOWN (2580)

KEGG Class  ynknown ues B KNOWN (564)

KEGG Module  ynknown (4936) [l KNOWN (564)

KOfam B KNOWN (2925) | | UNKNOWN (2575)

Pfam B KNOWN (4261) | | UNKNOWN (1239)




