
Stenotrophomonas nitritireducens str 2001 id GCA 001700965 1
Stenotrophomonas nitritireducens str YM1 id GCA 001562215 1

Stenotrophomonas nitritireducens str DSM 12575 id GCA 001431425 1
Stenotrophomonas nitritireducens str Leaf70 id GCA 001422025 1

Stenotrophomonas nitritireducens str PS02297 id GCA 029959705 1
Stenotrophomonas nitritireducens str SCN18 13 7 16 R1 B 68 91 id GCA 017304535 1

COG20 FUNCTION
KOfam

Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Stenotroph... none 180 0 1

Stenotroph... none 180 0 1

Stenotroph... none 180 0 1

Stenotroph... none 180 0 1

Stenotroph... none 180 0 1

Stenotroph... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 9

num_genes_... sqrt 0 0 4.6904

num_genome... none 0 0 6

Stenotrophomonas nitritireducens homd HMT 037
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (5334) KNOWN (166)CAZyme

KNOWN (3987) UNKNOWN (1513)COG20 CATEGORY

KNOWN (3987) UNKNOWN (1513)COG20 FUNCTION

UNKNOWN (4702) KNOWN (798)COG20 PATHWAY

KNOWN (2920) UNKNOWN (2580)KEGG BRITE

UNKNOWN (4936) KNOWN (564)KEGG Class

UNKNOWN (4936) KNOWN (564)KEGG Module

KNOWN (2925) UNKNOWN (2575)KOfam

KNOWN (4261) UNKNOWN (1239)Pfam


