Stomatobaculum longum homd HM T 419

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

Stomatobaculum longum str ERR589636 bin 74 CONCOCT v1 1 MAG id GCA 938028245 1 ||} I}
Stomatobaculum longum str ACC2 id GCA 000242235 1 I|- ||

Stomatobaculum longum str SRR9217423 mag bin 14 id GCA 905372645 1 I - I |.
Stomatobaculum longum str MGYG HGUT 03001 id GCA 902481595 1 || 1

Stomatobaculum longum str SRR15235662 bin 6 metaWRAP v1 1 MAG id GCA 916720395 1 II

COG20 FUN CTION | I O e S A
KOfarm |1 VRIS A 0 O N A
P 00 R0 00 0 O AT

CAZyme UNKNOWN (2583) [l KNOWN (49)
COG20 CATEGORY B KNOWN (1860) | | UNKNOWN (772)

COGZO FU NCTION B KNOWN (1861) UNKNOWN (771)
COGZO PATHWAY UNKNOWN (2151) B KNOWN (481)
KEGG BRITE B KNOWN (1324) UNKNOWN (1308)

KEGG Class UNKNOWN (2391) ] KNOWN (241)

KEGG MOdUIe UNKNOWN (2391) l KNOWN (241)

KOfam g known (331)  unknown (1301

Pfam g «nown os7)  unknown sss)




