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Streptococcus pyogenes homd AM I 749

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

Streptococcus pyogenes str DSM 20565 id GCA 000421785 1 -_II..‘ ‘ |
Streptococcus pyogenes str CCUG 4207 id GCA 001982785 1 -_.-‘ ‘ |

Streptococcus pyogenes str NCTC8198 id GCA 002055535 1

.

streptococcus pyogenes str CCUG 4207 id GCA 004028355 1 ||| GG
Streptococcus pyogenes str AP1 id GCA 000993765 1 _

Streptococcus pyogenes str ABC208 id GCA 019342945 1 I. I_‘I I‘ ‘l I‘

Streptococcus pyogenes str A20 id GCA 000307535 1 |-_ H . | |I|

Streptococcus pyogenes str MTB314 id GCA 001547835 1 |- _‘ I | ] \

Streptococcus pyogenes str NCTC12046 id GCA 900474885 1 Il“ _ | ‘ ‘ \ I||III .

Streptococcus pyogenes str emm56 id GCA 005162405 1 . ||| _‘ I‘ || Ill I
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UNKNOWN (2087) [l KNOWN (49)

COG2O CATEGORY B KNOWN (1548) UNKNOWN (588)
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B KNOWN (1548) | | UNKNOWN (588)

UNKNOWN (1723) ] KNOWN (413)

B KNOWN (1187) UNKNOWN (949)

UNKNOWN (1938) [l KNOWN (198)

UNKNOWN (1938) [l KNOWN (198)

B KNOWN (1196) UNKNOWN (940)

B KNOWN (1687) UNKNOWN (449)




