
Treponema pallidum str Cuniculi A id GCA 000217655 1
Treponema pallidum str L2 id GCA 030436145 1

Treponema pallidum str 24SNM5151115 id GCA 029866725 1
Treponema pallidum str 19LMF8280815 id GCA 029866565 1
Treponema pallidum str 22LMF5290815 id GCA 029866705 1

Treponema pallidum str Nichols id GCA 000008605 1
Treponema pallidum str TpN CL3 id GCA 023016425 1

Treponema pallidum str X 4 id GCA 005885795 1
Treponema pallidum str TpN CL8 id GCA 023016345 1
Treponema pallidum str TpN CL2 id GCA 023016445 1

COG20 FUNCTION
KOfam

Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Treponema_... none 180 0 1

Treponema_... none 180 0 1

Treponema_... none 180 0 1

Treponema_... none 180 0 1

Treponema_... none 180 0 1

Treponema_... none 180 0 1

Treponema_... none 180 0 1

Treponema_... none 180 0 1

Treponema_... none 180 0 1

Treponema_... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 4

num_genes_... sqrt 0 0 6

num_genome... none 0 0 10

Treponema pallidum homd HMT 805
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (967) KNOWN (24)CAZyme

KNOWN (767) UNKNOWN (224)COG20 CATEGORY

KNOWN (767) UNKNOWN (224)COG20 FUNCTION

UNKNOWN (749) KNOWN (242)COG20 PATHWAY

KNOWN (610) UNKNOWN (381)KEGG BRITE

UNKNOWN (912) KNOWN (79)KEGG Class

UNKNOWN (912) KNOWN (79)KEGG Module

KNOWN (613) UNKNOWN (378)KOfam

KNOWN (806) UNKNOWN (185)Pfam


