Treponema pallidum homa AHM I 805

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

Treponema pallidum str Nichols id GCA 000008605 1 ||| [ NG |
Treponema pallidum str TpN CL3 id GCA 023016425 1 |||, |
Treponema pallidum str X 4 id GCA 005885795 1 _ |
Treponema pallidum str TN CL8 id GCA 023016345 1 [ NG
e

Treponema pallidum str TpN CL2 id GCA 023016445 1
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CAZyme UNKNOWN (967) [l KNOWN (24)
COG20 CATEGORY B KNOWN (767) | | UNKNOWN (224)

COGZO FU NCTION B KNOWN (767) UNKNOWN (224)
COGZO PATHWAY UNKNOWN (749) l KNOWN (242)
KEGG BRITE B KNOWN (610) UNKNOWN (381)

KEGG Class UNKNOWN (912) il KNOWN (79)

KEGG Module UNKNOWN (912) [l KNOWN (79)

KOfam g known 613 unknown @78

Pfam g known o unknown i85




