Velllonella sp AM T 779 homd HM I 779

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

Veillonella sp HMT 779 str 3310 id GCA 003999875 1| ||} BN | B Il
Veillonella sp HMT 779 str MGYG HGUT 03197 id GCA 902483495 1 B i 1N
Veillonella sp HMT 779 str HGM14168 id GCA 900759775 1 | ]
Veillonella sp HMT 779 str CHU110id GcA 0039922551 | | [l | @ B I
Veillonella sp HMT 779 str CHU740 id GCA 003992055 1 B I} i
Veillonella sp HMT 779 str VA139 id GCA 003992005 1 [} | | I C THLTTE
Veillonella sp HMT 779 str 3891 id GCA 0039923151 | ||} il N | IR
Veillonella sp HMT 779 str 3960 id GCA 0039919951 || | B 11
Veillonella sp HMT 779 str VA142 id GCA 0039921351 [ll} | I N LI
Veillonella sp HMT 779 str CHU732 id GCA 0039920851 [} | 1 i RN
Veillonella sp HMT 779 str VA137 id GCA 0039920151 | | Il | B ini
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CAZyme UNKNOWN (3235) l KNOWN (44)
COGZO CATEGORY B KNOWN (1869) UNKNOWN (1410)

COGZO FU NCTION B KNOWN (1869) UNKNOWN (1410)
COGZO PATHWAY UNKNOWN (2767) [l KNOWN (512)
KEGG BRITE UNKNOWN (1905) 8 KNOWN (1374)

KEGG ClaSS UNKNOWN (2965) l KNOWN (314)

KEGG Module - jknown (2965) [l KNOWN (314)

KOfam  ynknown (o01) I KNOWN (1378)

Pfam B KNOWN (2146) | | UNKNOWN (1133)




