Yersinia pestis homd HM I 827/

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

Yersinia pestis str FDAARGOS 5821id GcA 003798405 11 [ L | I
Yersinia pestis str NCTC8480id GcA 900635715 1 | | [ 1|
Yersinia pestis str NBRC 105692 id GcA 0005116751 | || [ | |

Yersinia pestis str NCTC10275 id GCA 900637475 1 1
Yersinia pestis str C 781 id GCA 0153360851 || [
Yersinia pestis str Angola id GCA 000834845 1 II-I| \
Yersinia pestis str EV76 CN id GCA 024758685 1 ]| I
Yersinia pestis str NCTC5923 id GCA 900460465 1 [}
Yersinia pestis str 20 id GCA 024498415 1 .-

Yersinia pestis str SCPM O B 6530 id GCA 009295985 1 ||| |
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CAZyme UNKNOWN (4285) il KNOWN (121)
COG20 CATEGORY B KNOWN (3460) | | UNKNOWN (946)

COGZO FU NCTION B KNOWN (3461) UNKNOWN (945)
COGZO PATHWAY UNKNOWN (3639) B KNOWN (767)
KEGG BRITE B KNOWN (2940) UNKNOWN (1466)

KEGG Class  ynknown @sso) B KNOWN (546)

KEGG MOdUIe UNKNOWN (3860) l KNOWN (546)

KOfam B KNOWN (2954) | | UNKNOWN (1452)

Pfam g «nown @775 unknown sty




