
Yersinia pestis str FDAARGOS 582 id GCA 003798405 1
Yersinia pestis str NCTC8480 id GCA 900635715 1

Yersinia pestis str NBRC 105692 id GCA 000511675 1
Yersinia pestis str NCTC10275 id GCA 900637475 1

Yersinia pestis str C 781 id GCA 015336085 1
Yersinia pestis str Angola id GCA 000834845 1

Yersinia pestis str EV76 CN id GCA 024758685 1
Yersinia pestis str NCTC5923 id GCA 900460465 1

Yersinia pestis str 20 id GCA 024498415 1
Yersinia pestis str SCPM O B 6530 id GCA 009295985 1

COG20 FUNCTION
KOfam

Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Yersinia_p... none 180 0 1

Yersinia_p... none 180 0 1

Yersinia_p... none 180 0 1

Yersinia_p... none 180 0 1

Yersinia_p... none 180 0 1

Yersinia_p... none 180 0 1

Yersinia_p... none 180 0 1

Yersinia_p... none 180 0 1

Yersinia_p... none 180 0 1

Yersinia_p... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 100

num_genes_... sqrt 0 0 21.0238

num_genome... none 0 0 10

Yersinia pestis homd HMT 827
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (4285) KNOWN (121)CAZyme

KNOWN (3460) UNKNOWN (946)COG20 CATEGORY

KNOWN (3461) UNKNOWN (945)COG20 FUNCTION

UNKNOWN (3639) KNOWN (767)COG20 PATHWAY

KNOWN (2940) UNKNOWN (1466)KEGG BRITE

UNKNOWN (3860) KNOWN (546)KEGG Class

UNKNOWN (3860) KNOWN (546)KEGG Module

KNOWN (2954) UNKNOWN (1452)KOfam

KNOWN (3775) UNKNOWN (631)Pfam


