* * HOT1Z2 Megasphaera micronuciformis (0.29%]0.95%)
* * HOT1Z1 Anaeroglobus geminatus (0.00%]0.01%)
* + HOT123 Megasphaera sp._Oral Taxon 123 (0.12%|0.00%)
* * HOT118 Dialister invisus (0.08%|0.02%)
* * HOT736 Dialister pneumosintes (0.47%|0.01%)
* ¢ HOT730 Veillonella sp._Oral Taxon 780 (0.01%]0.00%)
] * * HOTCO9 Veillonella sp._Oral_Taxon_C09 (0.05%(0.05%)
* * HOT917 Veillonella sp. Oral Taxon 917 (0.00%|0.35%)
* + 5P75Veillonella tobetsuensis (0.10%(0.00%)
HOTS524 Veillonella atypica (4.02%|12.05%)
HOT158 Veillonella parvula (7.34%|12.22%)
* ¢ HOTGE39 Selenomonas infelix (0.01%|0.00%)
* * HOT1Z6 5elenomonas sp._Oral_Taxon 126 (0.07%|0.00%)
{ * * HOT139 Selenomonas dianae (0.01%]0.00%)
* + HOT479 Selenomonas sp._Oral Taxon 479 (0.01%]0.03%)
* * HOT726 Centipeda periodontii (0.01%]0.01%)
lf * = HOTDI1S Centipeda sp._Oral Taxon D18 (0.07%]0.01%)
* ¢ HOT130 Selenomonas noxia (0.01%]0.00%)
- * * HOTGOO 5elenomonas sp._Oral_Taxon GO0 (0.01%]0.00%)
* * HOT133 Selenomonas sp._ Oral Taxon 133 (0.01%]0.00%)
- ¢ * HOT136 Selenomonas sp._Oral Taxon 136 (0.08%|0.24%)
* * HOT149 5elenomonas sp._Oral_Taxon_ 149 (0.00%|0.01%)
* * HOTG40 Veillonellaceae [G-1]sp. Oral Taxon G40 (0.01%]0.00%)
* * HOT151 Selenomonas sputigena (0.01%|0.02%)
* * HOT5Z1 Mitsuokella sp._Oral_Taxon 521 (0.01%]0.00%)
® + HOT201 Fusobacterium periodonticum (2.44%|0.55%)
* * 5P8 Fusobacterium nucleatum (0.39%]0.45%)
* * HOTE98 Fusobacterium nucleatum_ss_nucleatum (0.03%]0.04%)
* * HOTDAY5 Fusobacterium sp. Oral Taxon D95 (0.01%|0.00%)
* * HOT200 Fusobacterium nucleatum_ss_vincentii (0.53%]0.11%)
* * HOTHZY Fusobacterium sp._Oral_Taxon_H27 (0.01%]0.03%)
* * HOT420 Fusobacterium nucleatum_ss_animalis (0.03%|0.09%)
* ¢ HOTZ203 Fusobacterium sp. Oral Taxon 203 (0.06%]0.02%)
— * * HOTZ218 Leptotrichia sp._Oral_Taxon_218 (0.06%]0.17%)
* = HOTZ212 Leptotrichia sp._ Oral Taxon 212 {0.00%]0.02%)
* * HOTZ215 Leptotrichia sp._Oral Taxon 215 (0.03%]0.02%)
* * S5P40 Leptotrichia sp._AF189244.1 (0.03%|0.07%)
* * HOT563 Leptotrichia buccalis (0.01%|0.01%)
* * HOT224 Leptotrichia hofstadii (0.01%]0.03%)
* * HOT417 Leptotrichia sp._Oral_Taxon 417 (0.36%]0.12%)
* * HOT22Z Leptotrichia wadei (0.20%]0.27%)
* * HOT750 Atopobium rimae (0.13%(0.01%)
* * HOTT23 Atopobium parvulum (0.18%]0.62%)
= = HOT807 Dlsenella sp._ Oral Taxon 807 (0.06%|0.00%)
—— * * HOTe0Z Slackia exigua (0.01%|0.00%)
* = HOTE48 Actinomyces sp._Oral_Taxon_848 (0.01%]0.00%)
-l-_* * HOT1&83 Actinobaculum sp. Oral Taxon 183 (0.07%|0.00%)
* ¢ HOTGET1 Actinomyces meyeri (0.02%]0.00%)
I Ir *= * HOTIL&L Actinomyces sp._Oral_Taxon_181 (0.01%]0.02%)
= = HOT701 Actinomyces odontolyticus (0.10%]0.27%)
* * HOT172 Actinomyces sp._ Oral Taxon 172 (0.01%]0.03%)
“ * * HOT180 Actinomyces sp._Oral_Taxon_ 180 (0.08%|0.02%)
— * * HOT866 Actinomyces graevenitzii (0.09%]0.11%)
* + HOT170 Actinomyces sp._Oral Taxon 170 (0.01%]0.00%)
| * * HOT176 Actinomyces naeslundii (0.00%]0.01%)
| * * HOT893 Actinomyces oris (0.01%]0.00%)
* ¢ 5P44 Actinomyces sp._str._ChDCB197 (0.03%]0.02%)
* * HOT175 Actinomyces sp._Oral_ Taxon_175 (0.00%]0.04%)
* * HOTB18 Actinomyces gerencseriae (0.01%]0.00%)
* * HOTGE45 Actinomyces israelii (0.06%]0.00%)
* = HOTB8E Actinomyces dentalis (0.01%]0.00%)
* = 5P153 Microbacterium maritypicum (0.01%]0.00%)
* * 5P127 Kocuria rhizophila (0.00%]0.00%)
® @ HOTEB1 Rothia mucilaginosa (5.94%|5.63%)
* * HOT587 Rothia dentocariosa (0.55%(0.69%)
* * HOT1ES Rothia aeria (0.12%]0.18%)
— * * 5P14] Streptomyces beijiangensis (0.00%(0.01%)
* * 5P119 Corynebacterium argentoratense (0.01%]0.00%)
* * HOTG66 Corynebacterium matruchotii (0.01%]0.02%)
* * HOTAlG Corynebacterium sp._Oral_Taxon_Al6 (0.00%]0.01%)
* = HOT595 Corynebacterium durum (0.02%]0.00%)
* ¢ 5P125 Alloscardovia urinalis (0.00%]0.01%)
* * HOTY39 Propionibacterium propionicum (0.98%|0.00%)
* = HOT552 Propionibacterium avidum (0.00%]0.01%)
* * HOTO85 Clostridiales_[F-2][G-2] sp._Oral_Taxon_085 (0.08%|0.02%)
* * HOTO75 Clostridiales [F-2][G-1] sp._Oral_Taxon_075 (0.12%|0.06%)
* * HOTGT74 Clostridiales [G] sp. Oral Taxon G74 (0.13%]0.00%)
* ¢ HOTI111 Parvimonas micra (0.95%]0.11%)
* * HOT110 Parvimonas sp._Oral_Taxon_ 110 (0.00%]0.01%)
* = HOTDS94 Parvimonas sp. Oral Taxon_ D94 (0.01%(0.00%)
—— * * HOTI113 Peptostreptococcaceae [XII][G-1] sp._Oral Taxon 113 (2.04%|0.00%)
—— * * 5P100 Peptoniphilus harei (0.01%|0.00%)
—— = * HOT538 Pseudoramibacter alactolyticus (0.06%|0.00%)
* * HOT167 Peptococcus sp._ Oral Taxon 167 (0.03%]0.00%)
* * HOT759 BEubacterium_[XI][G-5] saphenum (0.09%|0.00%)
* + HOTS57 Eubacterium [XI][G-3] brachy (0.05%]0.00%)
_| —— * * HOT369 Peptostreptococcaceae [X][G-4] sp._Oral Taxon 369 (0.05%]0.00%)
* * HOT383 Peptostreptococcaceae [XI][G-1] sp._Oral Taxon 383 (0.03%|0.00%)
* * HOT105 Eubacterium [XI][G-1] infirmum (0.01%|0.00%)
* * HOT467 Eubacterium_[XI1][G-1] sulci (0.06%|0.01%)
* * HOTG694 Eubacterium_[XI][G-6] nodatum (0.06%|0.00%)
— * * HOTO42 Mogibacterium timidum (0.01%]0.01%)
* * HOTE91 Mogibacterium neglectum (0.01%]0.03%)
* = HOTOODE Mogibacterium vescum (0.01%]0.05%)
* * HOT593 Mogibacterium diversum (0.00%]0.02%)
* * HOTS539 Flifactor alocis (0.10%]0.00%)
* * 5P45 Peptoclostridium yurii (0.01%]0.00%)
] _I: * * 5P109 unclassified Peptostreptococcaceae Oral sp._str CM5 (0.01%|0.00%)
* * HOT11Z2 Peptostreptococcus stomatis (0.21%]0.03%)
— * * HOT500 Lachnospiraceae_[G-8] sp._Oral_Taxon 500 (0.01%]0.00%)
* = HOTOBO Lachnospiraceae [G-5] sp. Oral Taxon 080 (0.01%]0.00%)
* * HOT455 Lachnospiraceae [G-5] sp._Oral Taxon 455 (0.01%]0.00%)

* * HOT373 Moryella sp._Oral_Taxon_373 (0.44%|0.00%)
* * 5P76 Moryella indoligenes (0.03%(0.00%)
— * ¢ HOT102 Oribacterium sp._Oral Taxon 102 (0.01%]0.00%)
* * HOTOT7E Oribacterium sp._Oral_Taxon_78 (0.20%]0.00%)
* * HOT108 Oribacterium sp. Oral Taxon 108 (0.15%(0.02%)
B * ¢ HOT457 Oribacterium sinus (0.56%|0.26%)
.
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HOTO96 Lachnospiraceae_[G-2] sp._Oral_Taxon_096 (0.02%(0.01%)
* HOTO82 Lachnoanaerobaculum orale (0.06%|0.09%)

.
N L
* HOT166 Johnsonella sp._Oral Taxon 166 (0.06%|0.00%)
* * HOTI100 Lachnospiraceae [G-3] sp._Oral_Taxon 100 (0.01%|0.01%)
N * = HOTB32 Lachnospiraceae [G]sp. Oral Taxon B32 (0.01%]0.00%)
* * HOT165 Catonella morbi (0.36%]0.02%)
— * * HOTO86 Lachnospiraceae [G-7] sp._Oral_ Taxon 086 (0.01%|0.00%)
* * HOT363 Fretibacterium fastidiosum {0.13%]0.01%)
* + HOT360 Fretibacterium sp._Oral Taxon_ 360 (0.04%|0.00%)
* * HOT453 Fretibacterium sp._Oral_Taxon_453 (0.01%|0.00%)
* * HOTS575 Campylobacter concisus (1.03%]0.30%)
* ¢ HOTT63 Campylobacter showae (0.03%]0.01%)
* * HOT580 Campylobacter curvus (0.01%]0.00%)
= * HOTO44 Campylobactersp. Oral Taxon 044 (0.01%(0.00%)
* *+ HOTG6Z3 Campylobactergracilis (0.05%]0.01%)
— * * HOTO041 Desulfobulbus sp._Oral_Taxon_041 (0.01%]0.00%)
— * * HOT040 Desulfovibrio sp._ Oral Taxon_040 {0.04%]0.00%)
* ¢ HOTG63 Stenotrophomonas maltophilia (0.08%]0.02%)
* = HOT598 Neisseria elongata (0.03%]0.11%)
* * HOT582 Kingella denitrificans (0.00%|0.08%)
* + HOT577 Eikenella corrodens (0.04%|0.00%)
* = HOTBE3 Simonsiella muelleri (0.00%]0.01%)
* = 5P2]1 MNeisseria perflava (0.07%]0.10%)
® ® HOTE10 Neisseria flavescens|subflava (4.06%]2.56%)
* * HOT764 Neisseria sicca (0.11%]0.09%)
* * HOTG32 Meisseria mucosa (0.14%(0.43%)
— * ¢ HOTO14 Meisseria sp._Oral Taxon_14 (0.12%]0.06%)
= * * HOTO013 Neisseria bacilliformis (0.02%(0.01%)
= * * HOT706 Kingella oralis (0.07%]0.01%)
* * 5P128 Hydrogenophilus thermoluteolus (0.00%]0.01%)
* = HOTOZ2Z Lautropia mirabilis (0.34%]0.14%)
* = HOTOZ3 Delftia acidovorans (0.04%]0.01%)
* * 5P46 Agquabacterium parvum (0.00%|0.02%)
* * 5P53 Massilia varians (0.01%(0.00%)
— - * * HOTE33 Cardiobacterium hominis (0.01%]0.01%)
L. HOTZ40 Cardiobacterium valvulum (0.01%|0.00%)
4 — * * 5P56 Escherichia coli (0.01%|0.00%)
.| * * HOTC32 Haemophilus sp. Oral Taxon C82 (0.04%|0.08%)
* * 5PZ26 Haemophilus sputorum (0.08%|0.14%)
r @ ® HOT718 Haemophilus parainfluenzae (4.86%]3.02%)
- * * 5P143 Haemophilus pittmaniae (0.01%|0.00%)
* = HOTGE641 Haemophilus influenzae (0.00%|0.02%)
* * HOTGZ1 Haemophilus sp._Oral_Taxon_G21 (0.01%]0.00%)
* * HOT851 Haemophilus haemaolyticus (0.07%|0.04%)
* * HOT531 Aggregatibacter actinomycetemcomitans (0.01%]0.00%)
* * HOTGZ4 Aggregatibactersp._Oral_Taxon_G24 (0.00%]0.01%)
_[ * * 5P11 Haemophilus parahaemaolyticus (0.03%|0.84%)
* + 5P20 Haemophilus paraphrohaemolyticus (0.01%]0.03%)
* = HOT545 Aggregatibacter aphrophilus (0.09%]0.02%)
| d * = HOT720 Aggregatibacter paraphrophilus {0.01%]0.00%)
* * HOTE98 Aggregatibacter sp._Oral Taxon 898 (0.03%|0.00%)
* = HOT458 Aggregatibacter sp._Oral_Taxon_458 (0.01%|0.07%)
* * HOT512 Aggregatibactersp. Oral Taxon 512 (0.00%]0.01%)
HOTT762 Aggregatibacter segnis (0.05%]0.12%)
N [ * * 5P54 Pseudomonas putida (0.05%(0.00%)
* * 5P124 Acinetobacter seochaensis (0.01%]0.00%)
* * 5P39 Acinetobacter junii (0.00%]0.01%)
* * 5PT0 Acinetobactergemeri (0.01%|0.01%)
* = HOTC13 Acinetobactersp. Oral Taxon C13 {0.01%]0.00%)
* + 5P92 Acinetobacter schindleri (0.01%]0.00%)
* * 5P30 Acinetobacter johnsonii (0.03%]0.09%)
* * HOTASE Acinetobacter sp._ Oral Taxon A58 (0.01%]0.00%)
* * 5P13 Roseomonas aquatica (0.00%]0.03%)
* 5P139 Sphingomonas desiccabilis (0.00%]0.01%)
* = 5P5]1 Phenylobacterium haematophilum (0.04%|0.00%)
* * 5P42 Methylobacterium hispanicum (0.00%]0.10%)
* * HOTDOT Calycanthus floridus_Oral_Taxon_DOT (0.01%]0.03%)
[ * * HOT8755R1_[G-1]sp. Oral_Taxon 875 (0.01%]0.00%)
. HOT345 5R1 [G-1]sp. Oral Taxon 345 (0.02%]0.00%)
* = HOT704 Mycoplasma orale (0.01%]0.00%)
* * HOTe0E Mycoplasma faucium (0.01%]0.00%)
* * HOT754 Mycoplasma salivarium (0.02%]0.02%)
e — * * HOTE71 GN0Z _[G-1]sp._Oral_Taxon 871 (0.00%|0.01%)
‘|.-|: * * HOT347 TMT7 [G-1]sp. Oral Taxon 347 (0.07%|0.00%)
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* ¢ HOTE69 TM7_[G-1]sp._Oral_Taxon_869 (0.01%]0.00%)
. * ¢ HOT346 TM7_[G-1]sp._Oral_Taxon_346 (0.04%]0.01%)
.[ * * HOT348 TM7_[G-1]sp. Oral_Taxon_348 (0.01%]0.01%)

* * HOT352 TM7_[G-1]sp._Oral_Taxon_352 (0.20%]0.13%)
——— * * HOT351 TM7_|G-3]sp._Oral_Taxon_351 (0.10%]0.17%)
* ¢ HOTE70TMY7_[G-1]sp. Oral_Taxon 870 (0.03%]0.11%)

* * HOTAS6 TM7_[G] sp._Oral_Taxon_A56 (0.00%]0.00%)
* = HOT322 Bergeyella sp._Oral_Taxon_322 (0.06%]0.04%)
* * HOT900 Bergeyella sp._ Oral Taxon 900 (0.01%|0.00%)

| [ * * HOT325 Capnocytophaga granulosa (0.00%)0.01%)

* * HOT337 Capnocytophaga gingivalis (0.02%]0.02%)
—— * * HOTHI18 Capnocytophaga sp. Oral Taxon H18 (0.00%]0.01%)
-+ * HOTY75 Capnocytophaga sputigena (0.03%|0.08%)
ir *+ + HOTI901 Capnocytophaga sp._Oral_Taxon_901 (0.01%|0.00%)
= * = HOT329 Capnocytophaga leadbetter {0.15%]0.14%)
- ¢ * HOT326 Capnocytophaga sp._Oral Taxon 326 (0.01%|0.00%)
- * * HOT323 Capnocytophaga sp._Oral_Taxon 323 (0.01%]0.00%)
* * HOT902 Capnocytophaga sp. Oral Taxon 902 (0.04%|0.00%)
* * HOTE64 Capnocytophaga sp._COral Taxon 864 (0.06%|0.00%)
* = HOT335 Capnocytophaga sp._Oral_Taxon_335 (0.01%|0.00%)
* * HOT903 Capnocytophaga sp._Oral Taxon 903 (0.01%|0.00%)
* * HOTY00 Capnocytophaga ochracea (0.02%|0.00%)
* * HOT324 Capnocytophaga sp._Oral_Taxon_324 (0.06%(0.00%)
* * HOT336 Capnocytophaga sp. Oral Taxon 336 (0.05%(0.00%)
« = 5P122 Sphingobacterium multivorum (0.00%]0.00%)

* * HOT511 Bacternidetes [G-5]sp._Oral_Taxon 511 (0.01%|0.00%)
—— * * HOT365 Bacternidetes [G-3] sp. Oral Taxon 365 (0.02%|0.00%)
* + HOTZ280 Bacteroidetes [G-3] sp._Oral Taxon 280 (0.01%|0.00%)
— * * HOT274 Bacternidales [G-2] sp._Oral_Taxon_274 (0.02%|0.02%)
® + HOTE13 Tannerella forsythia (5.75%]0.05%)

* * HOTZ86 Tannerella sp._ Oral Taxon 286 (0.03%|0.01%)
|| * * HOT&08 Tannerella sp._Oral_Taxon_ 808 (0.01%]0.01%)

* * HOTC34 Porphyromonas sp._Oral Taxon C34 (0.01%]0.00%)
* * HOTZ279 Porphyromonas sp._Oral Taxon 279 (0.67%|0.18%)
* * HOTZ284 Porphyromonas sp._Oral_Taxon_284 (0.18%|0.19%)

* * HOT283 Porphyromonas catoniae (0.61%(0.30%)

* + HOTB43 Porphyromonas sp._Oral Taxon B43 (0.01%]0.00%)

* * HOT275 Porphyromonas sp._Oral Taxon 275 (0.01%]0.05%)
® - HOTe19 Porphyromonas gingivalis (6.43%|0.05%)
* + HOTZ73 Porphyromonas endodontalis (0.25%]0.04%)

* * 5P78 Phocaeicola abscessus (0.02%]0.00%)

* = HOTZ272 Bacteroidaceae [G-1]sp. Oral Taxon 272 {1.01%]0.00%)
* * HOT583 Prevotella dentalis (0.00%|0.01%)

* * HOT794 Prevotella multisaccharivorax (0.01%]0.00%)
* * HOT300 Prevotella sp._ Oral Taxon 300 (0.00%|0.00%)
* ¢ HOT305 Prevotella sp._Oral_Taxon_305 (0.01%|0.07%)

* * HOT309 Prevotella sp._Oral_Taxon_309 (0.03%|0.03%)
| * * HOTZ88 Prevotella oulorum (0.03%]0.07%)
| | * * HOT307 Prevotella salivae (0.42%|0.88%)
* * HOT311 Prevotella oris (0.08%]0.25%)
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* * HOTZ239 Prevotella maculosa (0.00%)0.00%)

* +« HOT714 Prevotella pallens (2.44%|0.35%)

* * HOTE43 Prevotella intermedia (0.04%]0.01%)

* * HOTE93 Prevotella nigrescens (0.04%|0.06%)

* + HOTZ91 Prevotella denticola (0.08%|0.08%)
* * HOTE85 Prevotella scopos (0.10%]0.01%)

= @ SP2 Prevotella jejuni (0.58%|4.55%)

* * HOT313 Prevotella sp._Oral Taxon 313 (0.00%|0.03%)
e @ HOT298 Prevotella histicola (3.47%|6.68%)

* ® HOT306 Prevotella sp. Oral Taxon 306 (0.66%|2.37%)
* * HOTS572 Prevotella veroralis (0.02%]0.19%)

HOT469 Prevotella melaninogenica (11.95%|8.53%)

* * 5P2ZT Prevotella nanceiensis (0.37%]0.02%)
* * HOT731 Prevotella saccharolytica (0.02%(]0.00%)
* = HOT475 Prevotella sp._Oral Taxon 475 (0.03%)0.00%)
* * HOT795 Prevotella shahii (0.07%(0.00%)
* * HOT317 Prevotella sp._ Oral Taxon 317 (0.25%(0.03%)
* ¢ HOTG58 Prevotella loescheii (0.03%]0.01%)
* = HOT7Y05 Prevotella oralis (0.02%]0.00%)
* = HOT&00 Prevotella enceca (0.00%|0.01%)
* ¢ HOT303 Prevotella pleuritidis (0.01%(0.02%)
— * * HOT5Z6 Prevotella sp._Oral_Taxon_526 (0.01%|0.00%)
* * HOT466 Alloprevotella tannerae (0.16%]0.18%)
* ¢ HOT302Z Alloprevotella rava (0.22%]0.02%)
* * HOT473 Alloprevotella sp._Oral_Taxon_ 473 (0.04%|0.00%)
* * HOT914 Alloprevotella sp._Oral Taxon 914 (0.02%|0.00%)
* * HOT308 Alloprevotella sp._Oral Taxon 308 (0.47%|0.10%)
* = HOTG30 Bacteroides heparinolyticus (0.06%|0.00%)
L * * 5P123 Bacteroides fragilis {0.01%]0.01%)
* * HOTE53 Treponema lecithinolyticum (0.01%|0.00%)
* HOTE64 Treponema maltophilum (0.04%|0.00%)
* HOTZ70 Treponema sp._Oral Taxon 270 (0.01%]0.00%)
* HOT724 Treponema parvum (0.02%]0.00%)
* * HOT769 Treponema socranskii (0.09%]0.00%)
* * HOT268 Treponema sp._ Oral Taxon 268 (0.00%]0.02%)
* + HOT257 Treponema sp._Oral Taxon 257 (0.01%]0.00%)
* * HOT584 Treponema denticola (0.07%]0.00%)
-L * = HOTZ251 Treponema sp. Oral Taxon 251 (0.01%]0.00%)
* * HOTZ34 Treponema sp._Oral_Taxon_ 234 (0.03%]0.00%)
* * HOTZ235 Treponema sp._Oral_Taxon_ 235 (0.01%]0.00%)
* * HOT237 Treponema sp._ Oral Taxon 237 (0.37%]0.00%)
* * HOTOZ9 Treponema vincentii (0.01%]0.00%)
* * HOTZ31 Treponema sp._Oral_Taxon_ 231 (0.02%]0.00%)
_[ * = HOT905 Erysipelotrichaceae [G-1] sp. Oral Taxon 905 (0.00%]0.01%)
* * HOT904 Erysipelotrichaceae_[G-1] sp._Oral Taxon 204 (0.01%]0.00%)
* * HOTeO03 Bulleidia extructa (0.02%]0.01%)
-[ * * HOTGETE Solobacterium moorei (0.47%]0.37%)
| — * = HOTO51 Lactobacillus vaginalis (0.00%]0.01%)
* = HOT817 Lactobacillus crispatus (0.00%]0.02%)
-[ * * HOTE15 Lactobacillus gasseri (0.02%)0.00%)
* * HOT3E89 Abiotrophia defectiva (0.04%]0.00%)
* = HOTS596 Granulicatella elegans (0.01%(0.00%)
* * HOT534 Granulicatella adiacens (0.09%]0.10%)
* * 5P10 Granulicatella paradiacens (0.34%]|0.17%])
* * HOTEZT 5treptococcus sp._Oral_Taxon_E27T (0.01%]0.01%)
* * HOTeZ6 Gemella haemaolysans (0.20%]0.41%)
* * 5P37 Gemella moribillum (0.03%)0.09%)
* * HOTO46 Gemella morbillorum (0.01%)0.02%)
* = HOT757 Gemella sanguinis (0.16%|0.48%)
* * HOTE04 Lactococcus lactis (0.03%]0.00%)
— * * HOTBSE Streptococcus mutans (0.02%]0.05%)
* * 5P38 5treptococcus canis (0.09%]0.07%)
=Slr ¢ * HOT543 Streptococcus anginosus (0.04%]0.04%)
r* * HOTE11 Streptococcus sp._Oral_Taxon_E11 (0.01%]0.00%)
* * HOTGE44 Streptococcus intermedius (0.12%]0.09%)
-+ = HOTS576 Streptococcus constellatus (0.03%(0.03%)
* * HOTOBS Streptococcus sp._Oral_Taxon_065 (0.14%(0.09%)
* * HOT7Z28 Streptococcus peroris (0.16%]0.05%)
* * 5PS93 Streptococcus lactarius (0.01%]0.00%)
* * 5SP95treptococcus sp._str C150 (0.00%|0.03%)
* ® HOT755 Streptococcus salivarius (0.44%]3.72%)
* + HOTOZ21 Streptococcus vestibularis (0.01%]0.05%)
* * 5P62 Streptococcus thermophilus (0.00%()0.00%)
* * HOTO56 Streptococcus sp._Oral Taxon 056 (0.01%]0.03%)
‘I * * 5P34 Streptococcus sp._str_2136FAA (0.02%]0.09%)
* * HOTGZZ Streptococcus gordonii (0.03%]0.16%)
* * HOTS578 Streptococcus cristatus (0.32%]1.21%)
* * HOTBG66 Streptococcus sp._Oral_Taxon B66 (0.02%]0.00%)
* * HOT758 Streptococcus sanguinis (1.30%]1.29%)
* * HOT487 Streptococcus sp. Oral Taxon 487 (0.16%]0.03%)
* * HOTO73 Streptococcus australis (0.77%]0.92%)
* * HOTO&T Streptococcus sp._Oral_Taxon 067 (0.06%]0.53%)
* ® HOT411 Streptococcus parasanguinis | (0.77%]2.21%)
* * HOTO57 Streptococcus sp._Oral Taxon 057 (0.15%]0.25%)
* * 5P12 Streptococcus parasanguinis (0.22%]1.28%)
* * HOT7Z21 Streptococcus parasanguinis | (0.17%]0.18%)
* * HOTOGE Streptococcus sp._Oral_Taxon 068 (0.15%]0.19%)
* * HOTOGY9 Streptococcus sp._Oral_Taxon_069 (0.03%|0.08%)

l * = HOT486 Streptococcus sp. Oral Taxon 486 (0.00%)0.03%)

* * HOT378 Prevotella micans (0.01%|0.00%)
D * * HOTZ299 Prevotella sp._Oral Taxon 299 (0.01%|0.00%)

L

* ¢ HOTO74 Streptococcus sp._Oral Taxon 074 (0.25%]0.15%)
* * HOTETE Streptococcus sp._Oral_Taxon _E7E (0.00%]0.01%)
* * HOTES8 5treptococcus sp._ Oral Taxon E98 (0.03%|0.06%)

* ¢ HOTOG6]1 Streptococcus sp._Oral Taxon 061 (0.82%]0.48%)

* ® HOT7O7 5treptococcus oralis (1.35%(2.16%)

* * HOTO7VO Streptococcus sp._Oral Taxon 070 (0.04%]0.14%)

* * HOT431 5treptococcus sp._Oral Taxon 431 (0.38%]0.31%)

* * HOTO8 Streptococcus sp._Oral_Taxon_058 (0.18%]0.50%)
* = 5P35 Streptococcus tigurinus (0.05%]0.06%)

* + HOTO71 Streptococcus sp._Oral Taxon 71 (0.11%]0.13%)

* @ 5P5Streptococcus sp._str C300 (2.41%)3.18%)

* ® HOTGETT Streptococcus mitis (1.29%]3.15%)

* * 5P7 Streptococcus sp._str._M334 (0.07%]0.03%)

* * 5P6 Streptococcus pseudopneumaoniae (0.26%)0.45%)

* * HOT734 Streptococcus pneumaoniae (0.01%]0.02%)

* * HOTOG4 Streptococcus sp._Oral Taxon 064 (0.23%]0.18%)

* * 5P3 5treptococcus dentisani (0.99%]1.63%)

®* * HOTGE38 Streptococcus infantis (2.65%]1.52%)

substitutions./site
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