* & = = 5P5hE Herpetosiphon aurantiacus (0.00%|0.00%|0.00%|0.90%)
* = ¢ = 5P173 Thermus scotoductus (0.01%]0.00%(0.00%|0.02%)
——— * * * + 5P200 Hathewaya histolytica (0.00%]0.00%|0.00%|0.04%)
* + =+ = 5P38 Terrisporobacter mayombei (0.00%|0.00%|0.00%|0.70%)
* = = = 5P141 Dorea formicigenerans (0.00%]0.00%|0.00%|0.02%)
* * + = 5P33 Paenibacillus panacisoli (0.69%|0.00%|0.00%|0.00%)
= * = = 5P109 Paenibacillus massiliensis (0.15%|0.00%|0.00%|0.00%)
* * = = 5P135 Paenibacillus illinoisensis (0.22%]0.00%|0.00%|0.00%)
B '. * + =+ 5P7 Paenibacillus barcinonensis (38.13%|0.00%|0.00%|0.00%)
= * = = * 5PL5 Paenibacillus taichungensis (0.86%|0.00%|0.00%|0.00%)
m' * + & = 5P138 Paenibacillus pabuli (0.04%]0.00%|0.00%|0.00%)
_[ ® + +« + 5P15 Paenibacillus amylolyticus {8.05%|0.00%|0.00%:|0.00%)
® = + + 5P8Paenibacillus xylanexedens (3.79%|0.00%|0.00%|0.00%)
L.
.

= + + 5P191 Paenibacillus lactis (0.00%|0.00%|0.38%|0.00%)
* ¢ = 5P72 Paenibacillus turicensis (1.13%|0.00%|0.00%|0.00%)
..* * HOTO045 Bacillus clausii (11.19%|80.33%|0.00%|0.03%)
[[ * + + 5P4 Bacillus wakoensis (0.00%]0.35%|0.00%|0.00%)
.
.

+ @ + + 5P43 Bacillus alkalisediminis (0.00%|19.07%|0.00%|0.02%)
* * = 5P1Terbacillus goriensis (1.29%|0.00%|0.00%|0.71%)
* * = 5P73 Terribacillus saccharophilus (0.09%|0.00%|0.00%|0.01%)
— * * * * 5P152 Omnithinibacillus scapharcae (0.04%|0.00%|0.00%:|0.09%)
i

* = ® = 5PO8 Oceanobacillus caeni (0.01%|0.00%|2.26%|0.02%)
. + +« O SP13 Oceanobacillus profundus (30.31%|0.00%|0.00%|14.25%)
.
i
.
.
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* * + * G5P79 Bacillus aerius (0.14%(0.00%|0.00%|0.01%)
* ¢ = + 5P9Bacillus pumilus (1.48%|0.00%|0.00%|0.02%)
— = = ® =+ 5P4]1 Sporosarcina contaminans (0.00%]0.00%|3.02%|0.00%)
_[ « + = = 5P165 Staphylococcus haemolyticus (0.00%|0.00%|0.00%|0.02%)
* * = * 5P145 Staphylococcus cohnii (0.00%]0.00%]0.38%|0.00%)

—— = * * * 5P85 Aerococcus viridans (0.00%|0.00%|0.00%|0.04%)
= + ® + 5P16 Desemzia incerta (0.00%]0.00%|7.36%|0.00%)
L]
L]
L *

* = = 5P136 Oceanobacillus polygoni (0.02%]0.00%|0.00%|0.02%)
= = + ¢ 5P169 Oceanobacillus kimchii (0.02%|0.00%|0.00%|0.00%)
* = = = 5P58 Oceanobacillus sojae (1.05%|0.00%|0.00%|0.59%)
* = « 5P64 Oceanobacillus oncorhynchi (0.00%|0.00%| 2.08%|0.00%)
* o+ =+ = 5P207 Oceanobacillus chironomi (0.40%|0.00%|0.38%|0.39%)
* @ * 5P78 Bacillus galactosidilyticus (0.05%|0.00%|8.68%|0.07%)
*= * * 5P174 Bacillus endophyticus (0.00%]0.00%|0.38%|0.00%)
.
.

* * 5P2Z Bacillus galliciensis (0.32%|0.00%|0.00%|0.00%)
* * 5P151 Bacillus licheniformis (0.03%]0.00%|0.00%|0.00%)

* + * 5P104 Tetragenococcus osmophilus (0.13%|0.00%|0.00%|0.03%)
_L * * = 5P14 Tetragenococcus halophilus (0.10%]0.00%|0.00%|0.04%)
. .

‘-ﬁ . .

* + =+ = HOT707 Streptococcus oralis (0.01%|0.00%)0.00%|0.01%)

— . * 5P24 Facklamia tabacinasalis (0.00%]0.00%|53.58%(0.00%)
—— * * = ¢ HOTB&31 Alloiococcus otitis (0.00%|0.00%|0.00%|0.02%)
* =« ® « 5P3Z Atopostipes suicloacalis (0.00%|0.00%]3.77%|0.00%)

* = = = 5P100 Faecalibacterium prausnitzii (0.00%|0.00%|0.00%|0.08%)
* = = * HOTO85 Ruminococcaceae [G-2] sp._oral taxon 085 (0.00%|0.00%|0.00%|0.07%)

* * HOTE2Z Streptococcus gordonii (0.00%]0.00%|0.00%|0.02%)
* * 5P144 Streptococcus thermophilus (0.00%]0.00%|0.00%|0.18%)

* * HOT758 Streptococcus sanguinis (0.01%]0.00%|0.00%|0.01%)

B |' * * = = HOT1&l Veillonella parvula (0.00%]0.00%|0.00%]0.03%)
* = = = 5P75Veillonella tobetsuensis (0.00%|0.00%|0.00%|0.09%)
* * = = 5P84 Synechococcus sp. str CC9902 (0.00%]0.00%|0.00%|0.30%)
*= * * + 5P147 Peptoniphilus harei (0.00%]0.00%|0.00%|0.02%)
—— * * = + HOTE6Z Finegoldia magna (0.00%|0.00%|0.00%|0.02%)

* = = = HOT201 Fusobacterium periodonticum (0.00%|0.00%|0.00%|0.40%)
—— =+ * * = HOT212 Leptotrichia sp._oral taxon 212 {0.00%|0.00%|0.00%|0.50%)
—— + + + + HOTZZ4 Leptotrichia hofstadii (0.00%|0.00%|0.00%|0.23%)

—— * * * * HOT584 Treponema denticola (0.00%|0.00%|0.00%|0.02%)
*# + = = 5P137 Treponema berlinense (0.00%|0.00%|0.00%|0.10%)
— + + + ({0 HOTS536 Pseudomonas aeruginosa (0.03%|0.09%|0.19%|21.24%)
* * = = 5P133 Pseudomonas mosselii (0.00%|0.00%|0.00%|0.23%)
* & = + 5P194 Pseudomonas koreensis (0.00%|0.00%|0.00%|0.07%)
* + = ¢ HOTGE1Z Pseudomaonas fluorescens (0.00%]0.00%|0.00%|0.07%)
* =+ = = 5P42 Alteromonas macleodii (0.00%]0.00%|0.00%|0.09%)
* ¢ =« = 5P8]1 Aeromonas taiwanensis (0.00%|0.00%|0.00%|0.02%)
— * * * * HOT718 Haemophilus parainfluenzae (0.00%|0.00%|0.00%|0.20%)
—— = +* * * HOT513 Aggregatibactersp. oral taxon 513 (0.00%|0.00%|0.00%|0.08%)
* + + = 5P192 Rosenbergiella epipactidis (0.00%]0.00%|0.00%|0.02%)
* + + + HOT574 Escherichia coli (0.00%]0.00%|0.00%|0.20%)
* * = = 5Pl64 Pectobacterium carotovorum (0.00%|0.00%|0.00%|0.03%)
= * = * HOT731 Klebsiella pneumoniae (0.00%]0.00%(0.00%|0.06%)
* = + + 5P150 Pantoea eucrina (0.00%]0.00%|0.00%|0.02%)
* = + = 5P122 Pantoea septica (0.00%]0.00%(0.00%|0.09%)
* = = + 5P189 Pantoea agglomerans (0.00%|0.00%|0.00%|0.02%)
* * = * 5Pl46 Pantoea vagans (0.00%]0.00%(0.00%|0.05%)
4[ * = = & HOTY11 Moraxella osloensis (0.00%|0.00%|0.00%]1.52%)
* * = * 5P54 Enhydrobacter aerosaccus (0.00%]0.00%|0.00%|0.28%)

* 5P127 Acinetobacter lwoffii (0.00%|0.00%|0.00%]0.06%:)

* = = = HOT554 Acinetobacter baumannii (0.00%|0.00%|0.00%|0.11%)

* + + + 5P124 Acinetobacter junii (0.00%]0.00%|0.00%(0.59%)

* * = = 5P6]1 Acinetobacter seohaensis (0.00%|0.00%|0.00%|0.68%)

= = = = 5P5T Acinetobacter bereziniae (0.00%|0.00%|0.00%|0.44%)
* + = * 5P&7 Acinetobacter johnsonii (0.00%]0.00%|0.00%|0.39%)

= = = * 5P94 Acinetobacter schindleri (0.00%]0.00%|0.00%|0.05%)

—— = * * * HOTBE63 Stenotrophomonas maltophilia (0.00%|0.00%|0.00%|0.92%)
— =+ * @ + G5P3§ Lysobacter defluvii (0.00%|0.00%]5.28%|0.00%)
——— * * * * HOT764 Neisseria sicca (0.00%]0.00%|0.00%|0.03%)
— * * * * HOTO02Z Lautropia mirabilis (0.00%]0.00%|0.00%|0.11%)
[ — *+ =+ * + 5P195 Alcaligenes sp._str._CO14 (0.00%]0.00%]0.19%|0.03%)
= * * * * HOT343 Achromobacter xylosoxidans (0.00%|0.00%|0.00%|0.09%)
= = + = 5P139|deonella dechloratans (0.00%]0.00%|0.00%|0.16%)
= =+ * * 5P101 Tepidicella xavieri (0.00%|0.00%|0.00%|0.42%)
* + = + 5P7]1 Acidovorax caeni (0.00%(0.00%|0.00%|0.34%)

* + = = 5P175 Comamonas aquatica (0.00%|0.00%|0.00%|0.18%)

* + =+ 5SP6T Acidovorax temperans (0.00%]|0.00%|0.00%]0.02%)

* * 5P105 Burkholderia cenocepacia (0.00%|0.00%|0.00%|0.27%)

* = * 5P131 Ralstonia insidiosa (0.00%]0.00%(0.00%|0.15%)
* + = 5PT77 Cupriavidus metallidurans (0.00%|0.00%|0.00%|0.31%)
.
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" * * ¢ 5P5Z Nitrosomonas sp._AI224410.1 (0.00%(0.00%|0.00%|0.82%)
* * 5P62 Massilia yuzhufengensis (0.00%]0.00%|0.00%|0.07%)

L *

L

L] L

* *

.
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* 5P130 Erythrobacter gaetbuli (0.00%]0.00%|0.00%|0.07%)
* = = 5P29 S5phingobium quisquiliarum (0.00%|0.00%|0.00%|0.11%)
¢ * 5P66 Sphingobium yanoikuyae (0.00%(0.00%]0.00%|0.03%)
¥ * SPT6 5phingomonas changbaiensis (0.00%|0.00%|0.00%|0.84%)
* * 5P69 5phingomonas sediminicola (0.00%|0.00%|0.00%|0.52%)
* * =+ 5P30 5phingomonas paucimaobilis (0.00%|0.00%|0.00%|0.89%)
= * = 5P143 5phingomonas mucosissima (0.00%|0.00%|0.00%|0.16%)
* * HOTOO3 Sphingomaonas echinoides (0.00%|0.00%|0.00%|0.27%)

5P130 Ochrobactrum oryzae (0.00%|0.00%|0.75%(0.00%)

o - -

*
sl
+ + + (O SP17 Massilia timonae (0.08%|0.12%|0.00%|22.65%)
L
L
L
L]
L
L
* * 5P115 Paracoccus kocurii (0.00%|0.00%|0.00%|0.59%)
* * 5P114 Paracoccus siganidrum (0.01%|0.00%|0.19%|0.52%)
L

L
-
L
L]
* ¢ = 5P163 Paracoccus yeei (0.00%|0.00%|0.00%|0.16%)

* * HOT590 Brevundimonas diminuta (0.00%|0.00%|0.00%|0.22%)
[ * * = o G5P18 Bradyrhizobium sp._str_LMG10689 (0.00%|0.00%|0.00%|1.49%)
* ¢ = = 5P2Rhodopseudomonas pentothenatexigens (0.00%)|0.00%|0.00%|0.17%)
* = = * 5P6B3 Methylobacterium aerolatum (0.00%|0.00%|0.00%|0.33%)
* + = = 5P48 Methylobacterium longum (0.00%|0.00%|0.00%|0.28%)
= =+ + 5P120 Methylobacterium variabile (0.00%]0.00%|0.00%(0.21%)
* * = ©° 5PZ8 Methylobacterium zatmanii (0.00%|0.00%|0.00%|2.81%)
* + =+ 5P74 Methylobacterium populi (0.00%]0.00%|0.00%|0.14%)

* ¢ = = 5P12 Roseomonas mucosa (0.00%|0.00%|0.00%|0.57%)
*= * * * 5P40 Pelagibacter ubique (0.00%|0.00%|0.00%|0.43%)
= =+ * HOT352TM7 [G-1]sp._oral_taxon_352 (0.00%]0.00%|0.00%|0.04%)
* ¢ & = HOT336 Capnocytophaga sp._oral_taxon_336 (0.00%|0.00%|0.00%]0.11%)
* + = = 5P30 Cloacibacterium normanense (0.00%|0.00%|0.00%|0.47%)
* = = = 5P38 Cloacibacterium rupense (0.00%|0.00%|0.00%|0.22%)
=+ =+ + HOT422 Bergeyella sp._oral_taxon 422 (0.00%|0.00%|0.00%|0.37%)
* * + * 5P171 Chryseobacterium lactis (0.00%|0.00%|0.00%|0.02%)
* = = = 5P11 Chryseobacterium hominis (0.00%|0.00%|0.00%|0.73%)
* + = ¢ HOT469 Prevotella melaninogenica (0.00%|0.00%|0.00%]0.15%)
* o+ = = 5PZ204 Sphingobacterium alimentarium (0.00%|0.00%|0.00%|0.02%)
* = = = 5P179 Mycobacterium iranicum (0.00%|0.00%|0.00%|0.14%)
* * * + 5P187 Gordonia hydrophobica (0.00%)0.00%|0.00%|0.02%)

* * 5P35 Gordonia sputi (0.00%]0.00%|0.00%|0.26%)
* * 5P92 Corynebacterium kroppenstedtii (0.02%]0.00%|0.00%|0.02%)

. .
. e
- _L* = * + 5P158 Corynebacterium imitans (0.00%|0.00%|0.00%|0.10%)
* = = = 5P188 Corynebacterium pyruviciproducens (0.00%|0.00%|0.00%|0.07%)
= = = = 5P12]1 Corynebacterium propinguum (0.00%|0.00%|0.00%|0.15%)
« = = = 5Pl06 Corynebacterium massiliense (0.00%|0.00%|0.00%|0.10%)
*= * = = 5P1Z23 Corynebacterium accolens (0.00%|0.00%|0.00%|0.06%)
_|- * + = = 5P10Z Corynebacterium strigtum (0.00%|0.00%|0.00%|0.11%)
* + = = 5P157 Corynebacterium simulans (0.00%|0.00%|0.00%|0.02%)
*= = = = 5P148 Corynebacterium variabile (0.00%|0.00%|0.00%|0.14%)
* = @ = 5SP53 Corynebacterium stationis (0.00%]0.00%|8.68%|0.00%:)
=+ = = 5P129 Corynebacterium suicordis (0.00%|0.00%|0.00%|0.06%)
— * + = + 5P140 Corynebacterium amycolatum (0.00%|0.00%|0.00%|0.15%)
— * = = = 5P2Z3 Propionibacterium granulosum (0.00%|0.00%|0.00%|0.25%)
* * HOT193 Propionibacterium sp._oral taxon_ 193 (0.00%|0.00%|0.00%:|0.35%)
*= = + O HOTS30 Propionibacterium acnes (0.00%]0.02%(0.19%|7.53%)
* * = = 5P90 Streptomyces humidus (0.00%|0.00%|0.00%|0.29%)
'I_- # + = = 5P197 Streptomyces ziwulingensis (0.00%|0.00%|0.00%|0.15%)
* = = = 5P132 5treptomyces hygroscopicus (0.00%]0.00%|0.00%|0.09%)
- = = = * 5P&5Dermacoccus nishinomiyaensis (0.00%|0.00%|0.00%|0.07%)
* ¢ = = 5P391 Dermacoccus barathri (0.00%]0.00%|0.00%|0.06%)
* * 5P96 Termabacter tumescens (0.00%|0.00%|0.00%|0.04%)
* = 5P119 Tetrasphaera remsis (0.00%|0.00%|0.00%|0.24%)
* * 5P196 Knoellia locipacati (0.00%|0.00%|0.00%]0.03%)
—L[ * * 5P134 Curtobacterium flaccumfaciens (0.00%|0.00%|0.00%]0.07%)

i

_[

* * = 5P34 Microbacterium deminutum (0.00%|0.00%|0.00%|0.21%)

* + = 5P167 Microbacterium aurum (0.00%|0.00%|0.00%|0.02%)

* = ¢ 5P93 Arthrobacter flavus (0.00%]0.00%(0.00%|0.19%)

* = = 5P172 Arthrobacter creatinolyticus (0.00%|0.00%|0.38%|0.00%)
.

.

* + = 5P89 Brachybacterium muris (0.00%|0.00%|0.00%|0.03%)
*  5P85 Micrococcus luteus (0.01%|0.00%|0.00%]0.26%)
* * HOTE81 Rothia mucilaginosa (0.00%|0.00%|0.00%|0.63%)
* * HOTS587 Rothia dentocariosa (0.00%]0.00%|0.00%|0.20%)
* * HOT188 Rothia aeria (0.00%(0.00%|0.00%|0.06%)
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U\* * * 5P83 Kocuria palustris (0.00%|0.00%|0.00%|0.04%)
[ | . * * 5P97 Kocuria rhizophila (0.04%]0.00%|0.19%|0.32%)

. * * 5P198 Brevibacterium senegalense (0.00%|0.00%|0.57%|0.00%)
_l_— * * = = 5P68 Brevibacterium ravenspurgense (0.00%|0.00%|0.00%|0.13%)
* + =+ HOT701 Actinomyces odontolyticus (0.00%]|0.00%|0.00%|0.02%)
. American .I—_— = = * * HOT746 Actinomyces radicidentis (0.00%|0.00%|0.00%|0.02%)
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'.' Yemeni * = = = 5P176 Georgenia muralis (0.00%|0.00%|0.00%|0.11%)
. Sudanese * = = * 5Pl66 Geodermatophilus soli (0.00%|0.00%|0.00%|0.02%)
{:} Swedish * =+ = = 5P19Blastococcus saxobsidens (0.00%]0.00%|0.00%|0.85%:)

substitutions/site

0 0.2 0.4 06




