k__Bacteria;p__Actinobacteria;c__Actinobacteria;o__Actinomycetales;f__Intrasporangiaceae;g__multigenus;s__multispecies_spp217_8
k__Bacteria;p__Actinobacteria;c__Actinobacteria;o__Actinomycetales;f__Micrococcaceae;g__Micrococcus;s__multispecies_sppl157_2
k__Bacteria;p__Actinobacteria;c__Actinobacteria;o__Actinomycetales;f__Micrococcaceae;g_ Rothia;s__aeria_HMT_188

k__ Bacteria;p__Actinobacteria;c__Actinobacteria;o__Corynebacteriales;f__Corynebacteriaceae;g__Corynebacterium;s__jeddahense
k__Bacteria;p__Actinobacteria;c__Actinobacteria;o__Micrococcales;f__multifamily;g__multigenus;s__multispecies_sppnll_2_nov_92.383%
k__Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f__Muribaculaceae;g__Muribaculum;s__intestinale_nov_88.112%
k__Bacteria;p__Firmicutes;c__Bacilli;o__Bacillales;f__Bacillaceae;g__Bacillus;s__multispecies_spp234_8
k__Bacteria;p__Firmicutes;c__Bacilli;o__Bacillales;f__Staphylococcaceae;g__Staphylococcus;s__hominis_HMT_127
k__Bacteria;p__Firmicutes;c__Bacilli;o__Lactobacillales;f__Streptococcaceae;g__ Streptococcus;s__mutans_HMT_686

k__ Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Peptoniphilaceae;g_ Parvimonas;s__micra_HMT_111
k__Bacteria;p__Firmicutes;c__Erysipelotrichia;o__Erysipelotrichales;f__Erysipelotrichaceae;g__Solobacterium;s__moorei_HMT_678
k__Bacteria;p__Firmicutes;c__Negativicutes;o_ Veillonellales;f_Veillonellaceae;g__Megasphaera;s__micronuciformis_HMT_122_nov_86.480%
k__Bacteria;p__Fusobacteria;c__Fusobacteriia;o__Fusobacteriales;f__Fusobacteriaceae;g__Fusobacterium;s__multispecies_spp82_2
k__Bacteria;p__Fusobacteria;c__Fusobacteriia;o__Fusobacteriales;f__Fusobacteriaceae;g__Fusobacterium;s__nucleatum
k__Bacteria;p__Fusobacteria;c__Fusobacteriia;o__Fusobacteriales;f__Leptotrichiaceae;g__Leptotrichia;s_ sp._HMT_417

k__ Bacteria;p__Proteobacteria;c__Betaproteobacteria;o__Neisseriales;f _Neisseriaceae;g__ Neisseria;s__multispecies_spp240_2

k__ Bacteria;p__Proteobacteria;c_ Gammaproteobacteria;o__Enterobacterales;f _multifamily;g__multigenus;s__multispecies_spp246_7
k__Bacteria;p__Proteobacteria;c_ Gammaproteobacteria;o__Pasteurellales;f__Pasteurellaceae;g_ Rodentibacter;s__pneumotropicus
k__Plantae;p__Pinophyta;c_ Pinopsida;o_ Pinales;f_Pinaceae;g__ Pinus;s__thunbergii HMT_D30



